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SEARCH ¥ X TF DISPLAY 7 4 —/L

B3 (JFEAT) 7 1 —/L RCI, B —BRnarie o

DGENE-3

74—k SEARCH SEARCH DISPLAY
o — R a— R
FEARFR G| L S F PROMOTER AB, DESC, KW,
1ERE (TT) F7-13/BI S HUMAN INSULIN (L) PREPARATION ORGN, TI
F—U—F (KW S JUNIPERUS VIRGINTANA
8% (AB)
B (DESC)
A4, (ORGN)
(CLEDS OB LEE
L a— K&& /AN S 95P-R67826/AN AN
7MY /AA S 5 S/AA AND 2 T/AA AA
7 RO ? /AA. CNT S L2 AND AA. CNT>9 AA
HEEE (WIPO =— K& T F A b) /AC S AT/AC Al
S AUSTRIA/AC
HiFEH /AD S 7 JUN 1999/AD AT
HEE 5 ¥ /AP S AU94-64520/AP Al
S 94AU-0064520/AP
HiEAE 2 /AY S 2000/AY Al
saAY Ty LA /CR S 90N-Q01810/CR CR
(B892 DGENE AL =2— ) F7213/XR
F—HDASA ? /DED S 19901220/DED DED
AR /DESC S DYNORPHIN-A. /DESC DESC
EEHEE (a—RETFA L) /DT S PATENT/DT DT
F7213/TC S P/DT
ASH ? /ED S ED>20020100 ED
Rk v /FEAT S CDS/FEAT FEAT
S ?CYTE?/FEAT
TrANET AR /FS S 110 AND PROTEIN/FS FS
(a—KETHAN) S L10 AND NS/FS
iR /IN S GOSSEN M/IN N
F721%/AU
F—U—F /KW S F PROMOTER/KW KW
SEE (IS0 a—FREFFA B /LA S DE/LA LA
S FRENCH/LA
DA AT /MTY S RNA/MTY MTY
Kl Y /NA S 7 C/NA AND O H/NA NA
Kimeok ? /NA. CNT S L3 AND NA.CNT>10 NA
=4 /ORGN S ADENOVIRUS/ORGN ORGN
S (SIMIAN AND ADENOVIRUS) /ORGN
& DA DULEKRFR /0S S 94-151326/0S 0S
WPI 77 A LD L a— RER)
RraF R Y /PA S CHIRON SPA/PA PA
F7213/CS
KA = — R /PACO S BADI/PACO PA
FERFIEATIE /PC S DE/PC PI
(WIPOZm— R & F % & B) F7-13/PCS | S UNITED KINGDOM/PC
FERFRER 22— K /PK S C/PK PI
Firgs ¥ /PN S DE4244565/PN PI
F7-13/PATS | S EP-348819/PATS
REFF R OBCHI 1 O G E /PSL S (CLAIM(S)1) /PSL PSL
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DGENE-4

SEARCH 3 XX DISPLAY 7 4 —/L K (§i%)
EEE A SEARCIH SEARCH {3 DISPLAY
22— R 22— R
Ik IR E /PRC S L1 AND US/PRC PRAT
(WIPO ==— K& T F A K)
EeHETER 2 /PRD S 19930907/PRD PRAT
WEeMEERER, BAEOBOIZRE 2 | /PRDF S 17 JUNE 1993/PRDF PRAT
B ER S /PRN S 93US-0078471/PRN PRAT
S US93-78471/PRN
S ME R /PRY S 1993/PRY PRAT
EEMHEE RS, RO L OICRE ¥ | /PRYF S 1993/PRYF PRAT
BapsiTa ? /PD S 1 NOV 2001/PD PI
R T4 2 /PY S 1997-1999/PY PI
Bl ? /SQL S 70-90/SQL SQL
T /TI S HUMAN INSULIN/TI TI
HErA ? /UP S L1 AND UP>=20020101 up
D ZD7 44— KTliE, ) HRETEZAN—ATRHATEET.
2) TR T F 72 IXFEEE E IS K DR AT RE R R R 7« — LV R TT.
DSIN BRFELIFF v MEROELLTHRIHTEET.
4) TO7 44—V RTIE, BiF—8, %58 BIOFHE—EPFIHTEET. FBHRE LThR s 4UFR
MEETT
A—R—RT 4 — KV
Lk A—/N—fRER MR STz DISPLAY
74—V R ARG B SEARCH 4] il
HEEE S 7 v—7 2 /APPS /AP, /PRN S 94AU-0064520/APPS AI, PRAI
R RATE NV —7 /PCS /PC S UNITED KINGDOM/PCS PI
(WIPO =m— R & T %A B)
W s 7 —=>7" 2 /PATS /PN S EP-348819/PATS PI

D BBERERNEEND D EIFERO T 4 — NV RERRBTDH L &L, A=K7 1 — N Fa—FEHHL
Ft. 2RI 4=V, FeRATrANBIRINANTF T 7 ANBRERIICLET. Z—S—HE 7 4
—)L KT EXPAND (FFIHCTE EHA. ROV~ D7 4 —/L KT EXPAND L TL7Z&E0,

2)SIN FERFZF vy MEROEL L THRIATE ET.

BoFAE v 2 —fsK  (BLAST/GETSIM)

BLAST(R) B XN GETSIM Xy r—U7 07T AiE, #2308 L ORI T — % 2 FaEE a1l
M) THAZRT % Z L 2NATRETY. BLASTIX, National Library of Medicine (NLM) ¢> NationalCenter fo
r Biotechnology Information (NCBI) X V#EfiX#vCu FEJ. GETSIM iE, FIZ KarlsruheGmbH k£ ¥ #EHL X
NTEY, FASTA 73 Y X AZHESHTWET.

BLAST F LT GETSIM TR T HBEIE, OB 7 4 — NV Fa—R&2EHLET.

/SQP —  F U RTBEOEIIRR (T 74— K)
/SAN —  EZEROELHIFRER
/TSQN—  DGENERZEEECS 2> HEIRR Stz & v X RS DT — Z _— A 5k

BLAST 3 X TN GETSIM #RZRI%, Ny THELT 77— FOBENAHETT. MK 7 +— /L FIZ /SN F
720 /TSQN ZfERT 2385A1%, Bl (SIN), A (CoM), M5 (BOTH) ZRETHZ LN TXET.
BLAST Tl BOTH, GETSIM Ti% SIN AF 74—/ h TF

BLAST 3 LT GETSIM #%8 Tid, QUERY =i~ > RCER L7- L FHEE2EMAE LA £,
% Ofth, RUN BLAST/GETSIM =t~ R&[R UATICE#HATI TS, HDHWE UPLOAD =2 R CTTFHA L7
FANET v 7a— KLU THATSZ &6 ARETT.

MR EFITTDHE, BREXEEONMEORIOHEMZ Rt 77 7 08MER SN ET. Y #liTEFE
PEOEZ R L, X ®iIsha T 282 EDLET. 73CoME, b LIMEEOMFEMEL Lol
BraEATHEZ Y NEERT 52 DN TEET. BANIMERINIZRIZEE Yy T, BEIERLa—FR
FeT DRENALZAE A TWET . FRFEPED R WIEIZEIZ 200~ 2 HFR1E, SORTSCORE D & L FHFEaE AL
TLE&E,

ALIGN ZFERIER A LT, BLAST 35X TR GETSIM OMEEfESR %, BRI L s TERrd

2010.9



DGENE-5

HZENTEET. EOFNFEMX, TOHIFIMHKETE v b LIZESIZR L ET. BLAST MALIGN RRE

2%, NCBI DOxfIEFmOEAERANCHEVVET. GETSIM @ ALIGN FRER T, F—07 3 B/

BHAE 2 Ry b, %0 “BM” O~yTF% 1 Ky b, = TIBRWEEIZAN—X (Fy ML)
TRENET. BMAEZFEERINEAINZF ¥ v 1L, TRORESNET.

BLAST/GETSIM DIRZEZ A 7

RUN BLAST/GETSIM D8 F#adk TlE, BATCH 1ZRkD X Hica~r RickiiT TAS LET:
RUN BLAST L1/TSQN BOTH BATCH
RUN GETSIM L1/TSQN BOTH BATCH

RUN BLAST/GETSIM @7 F— M#RZRTi, ALERT 1ZIRkD Lk Hica~r RIZkITTA LET:
RUN BLAST L1/SQN COM ALERT
RUN GETSIM L1/TSQN BOTH ALERT

77— MRBIIT — X L, TRbbLRETEITINET.

R#ESA T f@% SEARCH 5] »

BN ERER Y — /SQP RUN BLAST L1/SQP
BT U — /SQN RUN BLAST L1/SQN

Hiphgy ? RUN GETSIM L1/SQN SIN

FEAEH RUN GETSIM L1/SQN COM

w7 P RUN BLAST L1/SQN BOTH
HERZ o B ARER O— /TSQN RUN BLAST L1/TSQN

g Y RUN GETSIM L1/TSQN SIN

*ﬁﬁﬁﬁi RUN BLAST L1/TSQN COM

W7 P RUN BLAST L1/TSQN BOTH

1) L1}% UPLOAD FE7-1% QUERY ZfEH L AR S Lz ild g RITT.
2) GETSIM Ti¥F 7 #—/v bk
3) BLAST TixT 74—V k

BLAST @ b —Y—[@nF 47 3 v

BLASTO Bl —H—D72I2, ZEOAT v a VNafEL o TnET. ZNHDO/RT A—F DERITHR
REIEH N KR E 230 B A4 L £4. FIZ Karlsruhe [ X205 DERE/ ST A —F D EHUTHOWT BRI S
AN, —4—72% NCBI OSCHRZ#iA, BfiEE 5 2 & AM<HEE L E7. FEMERIIRE B 2E 0
http://www. ncbi. nlm. nih. gov/Education/BLASTinfo/information3. html

b =P =T g BN T URFATT B 1 T A= RORICAN—2A 2 AREEZ AT LT
RUN BLAST L1/SQN -E 0. 1.

Fra v AA T fil

7 A H -f T (FIHIE),
T@?/Féﬂtﬁu,5yﬂﬂgmﬁbf
1% SEG, #ZEBITxT LTIk DUST 7 4 /L& A%
L%, C FEIE “COILED COILED” 7 4 /L 4.

W -e FE NSRS (FTEMiEL0)

Word Size -w ilg: 7-23, MIHMEIE 11
2N 2-3, WIfEIL 3

A KT R -3 1 (SIN), 2 (com), F7=1x 3 (BOTH) (WIHifiE)

<k Uy R D -m BLOSUM62 (FJHHHfiE), BLOSUMSO,
BLOSUM45, PAM30 ¥ 7= |3PAM70

X v 7 A -g Kl 5 (FIHME)
o 11 (FIHE)

Xy v 7R -x Bk 2 (FIHME)
R 7E 1 (R

R D X A~ FITxET D PR -q -3 (F1HE)

ElR D~ > T4 208 -r 1 (F1E)
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DGENE-6
BLAST = bV v 7 ZADEE

BED~ Y v 7 RZH LT, AREMEDH DX v v 7L X v v THEEEOHEEITHIR I TWET.
K~ bV v 7 A% L CRBERRREM E WIMIEIZLL FTOERO LB TF. LS OMEATIXT AT A
WX o THEffasn, BEA v —URNERINET.

~ L)y ¥y v X ¥ v T HLIRA
BLOSUM62

)‘léltll

(F7x—V 1)

BLOSUM80 8

(F7x—1 1K)

BLOSUM45 13

(F7x— 1)

PAM30 7

(F7x—1 1K)
PAM70

S =

(F7x—1 1K)

—
[ISN
o= = NN = = DNDDNDDN = = DNDDNDNDDND WWW W = DNDDNDDND === DD DN

O = = O 3 00 © 0 = U1

2010.9



FagRf] (GETSIM A& m P —HzR)

=> UPLOAD

IS THIS DATA A QUERY, OR FOR A RUN PACKAGE? Q/R/(END) :R
ENTER NAME OF RUN PACKAGE, END OR (?) :GETSIM

# N3

UPLOAD SUCCESSFULLY COMPLETED
L1 GENERATED

=> D LQUE L1

L1 ANSWER 1 DGENE COPYRIGHT 2010 THOMSON REUTERS on STN

LQUE LDHILQKTERGVRLHPLARTAKVKNEVNSFKAALSSLAKHGEYAPFARLLNLSGVNNLEHGLFPQLSAIA

=> RUN GETSIM L1/SQP

RUN GETSIM AT 05:09:58 ON 06 SEP 2010
COPYRIGHT (C) 2010 FI1Z KARLSRUHE GMBH

180000 SEQUENCES PROGESSED
6260006 SEQUENCES PROGESSED
3544 ANSWERS FOUND ABOVE A THRESHOLD OF 57

QUERY SELF SCORE VALUE IS 443
BEST ANSWER SCORE VALUE 1S 443

Similarity
Score
443 |
I
|
|
I
I
I
I
|
222 |
I
I
I
|
[
CECPEEEEEEEEEEE L P e e e e e e L
CEDECEECEEC R EEEEEEEE e e e e e e e e
CEPECTECTEC TR EC TR e e e e e v e
Answer Count 710 1420 2130 2840 3550
ENTER EITHER THE NUMBER OF ANSWERS YOU WISH TO KEEP
OR ENTER MINIMUM PERCENT OF SELF SCORE FOLLOWED BY %
(BEST ANSWER PERCENTAGE OF SELF SCORE 1S 100%)
ENTER (ALL) OR ? :80%
L2 RUN STATEMENT CREATED
L2 29 LDHILQKTERGVRLHPLARTAKVKNEVNSFKAALSSLAKHGEYAPFARLL

NLSGVNNLEHGLFPQLSAIA/SQP

Answer set arranged by accession number; to sort by descending
similarity score, enter at an arrow prompt (=>) “sor score d”

=> SOR SCORE D
PROCESSING COMPLETED FOR L2
L3 29 SOR L2 SCORE D

DGENE-7

2010.9



e

(GETSIM REB P—RK) ()

=> D SCORE ALIGN SEQ 1 10

L3

SCORE 443

ANSWER 1 OF 29 DGENE COPYRIGHT 2010 THOMSON REUTERS on STN
100% of query self score 443

ALIGN Smith-Waterman score: 443

SEQ

L3
SCORE
ALIGN

SEQ

2010.9

70 aa overlap starting at 251

Idhilgktergvr lhplartakvknevnsfkaalss|akhgeyapfar|Inlsgvnnleh

[dhilgktergvr Ihplartakvknevnsfkaalss|akhgeyapfar|Inlsgvnnleh

glfpglsaia

glfpqglsaia

1 mdsrpgkiwm aps|tesdmd yhkiltagls
51 eicqgliigaf eagvdfgesa dsflImlclh
101 ghgfrfevkk rdgvkrleel |pavssgkni
151 Isfasl|flpk lvvgekacle kvargigvha
201 frimrtnfli kfllihggmh mvaghdanda
251 Idhilgkter gvrlhplart akvknevnsf
301 nlsgvnnleh glfpglsaia lgvatahgst
351 ekqglaqyaes reldhlgldd gekkilmnfh
401 rlaklteait aasl|pktsgh ydddddipfp
451 dttipdvvvd pddgsygeyq sysengmnap
501 rstkggqakn sgkgahiegr qtafrpignv
551 nepsgstspr mltpineead plddaddets
601 tptvappapv yrdhsekkel pgdeqgadqdh
651 myrhilrsqg pfdavlyyhm mkdepvvfst
701 tekeamneen rfvtldgggf ywpvmnhknk

ANSWER 10 OF 29 DGENE COPYRIGHT 2010 THOMSON REUTERS on STN

443 100% of query self score 443
Smith-Waterman score: 443
70 aa overlap starting at 150

Idhilgktergvr lhplartakvknevnsftkaalss|akhgeyapfar|Inlsgvnnleh

Idhilgktergvr lhplartakvknevnsftkaalss|akhgeyapfar|Inlsgvnnleh

glfpqglsaia

glfpglsaia

1 hgfrfevkkr dgvkrleel| pavssgknik

vgagivrary
hayqgdyk | f
krtlaampee
eqgliagypta
visnsvaqgar
kaalsslakh
|agvnvgeqy
gkkneisfaq
gpindddnpg
ddlvifdlde
pgphrtihha
slpplesdde
tgearngdsd
sdgkeytypd
fmai lghhq

rtlaampeee

51 sfaslflpkl vvgekaclek vgrgiqgvhae qgliqyptaw

101 rimrtnflik fllihggmhx vaghdandav

isnsvagarf

151 dhilgkterg vrlhplarta kvknevnsfk aalsslakhg
201 Isgvnnlehg |fpglsaial gvatahgstl| agvnvgeqyq
251 kqglagyaesr eldhlglddg ekkilmnfhg kkneisfggt
301 laklteaita aslpktsghy dddddipfpg pindddnpgh
351 ttipdvvvdp ddgsygeyas ysengmnapd dlvifdlded
401 stkggaakns agkgahtegrq tasrptanvp gphrtihhas apltdndrrn
451 epsgstsprm Itpineeadp lddaddetss |pplesddee gdrggtsnrt
501 ptvappapvy rdhsekkelp gdergdadht gearngdsdn tgpehsfeem

551 yrhilrsggp fdavlyyhmm kdepvvfsts

dgkeytyp

ipvygvnnle
lesgavkyle
etteanagqgf
wagsvghmmv i
fsgllivkty
geyapfarl |
qqlreaatea
tnamvtirke
hadddptdsqg
ddedtkpvpn
sap|tdndrr
eqdrdgtsnr
ntgsehslee
sleeeyppwl

tteanagqf|
gsvghmmvif
sgllivktvl
eyapfar|lin
glreaateae
namvt|rker
gdddptdsqgd
dedtkpvpnr

DGENE-8



BisR] (BLAST €1 ¥ —fRisk)

=> UPLOAD

IS THIS DATA A QUERY, OR FOR A RUN PACKAGE? Q/R/(END) :R
ENTER NAME OF RUN PACKAGE, END OR (?) :BLAST

START LOCAL KERMIT TRANSMIT PROCESS

UPLOAD SUCCESSFULLY COMPLETED
L1 GENERATED

=> D LQUE L1

L1 ANSWER 1 DGENE COPYRIGHT 2010 THOMSON REUTERS on STN

LQUE ATGGCCCTGAAGAATGATGAGATAATAGATGCCACTCAAAAAGGAAATTGCTCTCGTTTCATGAATCACAGCT
GTGAACCAAATTGTGAAACCCAAAAATGGACTGTGAACGGACAACTGAGGGTTGGGTTTTTTACCACCAAACT
GGTT

=> RUN BLAST L1/SGN -E 0.1
BLAST Version 2.2

The BLAST software is used herein with permission of the
National Center for Biotechnology Information (NCBI) of
the National Library of Medicine (NLM). See also, Altschul,

61 ANSWERS FOUND BELOW EXPECTATION VALUE OF 1.0e-01

QUERY SELF SCORE VALUE IS 297
BEST ANSWER SCORE VALUE 1S 297

Similarity
Score

[
[
[
Answer Cou 60 80 100
ENTER EITHER THE NUMBER OF ANSWERS YOU WISH TO KEEP
OR ENTER MINIMUM PERCENT OF SELF SCORE FOLLOWED BY %
(BEST ANSWER PERCENTAGE OF SELF SCORE IS 100%)
ENTER (ALL) OR ? :80%
L2 RUN STATEMENT CREATED
L2 39 ATGGCCCTGAAGAATGATGAGATAATAGATGCCACTCAAAAAGGAAATTG
CTCTCGTTTCATGAATCACAGCTGTGAACCAAATTGTGAAACCCAAAAAT
GGAGTGTGAACGGACAACTGAGGGTTGGGTTTTTTACCACCAAACTGGTT
/SON.-E 0.1

Answer set arranged by accession number; to sort by descending
similarity score, enter at an arrow prompt (=>) “sor score d”.

DGENE-9
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B (BLAST AREw U—RRE)  (Fix)
=> SORT SCORE D IDENT D

L3

39 SORT L2 SCORE D IDENT D

=> D 1 5 SCORE ALIGN

L3

L3

2010.9

ANSWER 1 OF 39 DGENE COPYRIGHT 2010 THOMSON REUTERS on STN
SCORE 297 100% of query self score 297
BLASTALIGN

Query
Length
Score

150 letters
7987
297 bits (150), Expect = 2e-84

Identities = 150/150 (100%)
Strand = Plus / Plus

Query:

Sbjct

Query:
Sbjct:
Query:

Sbjct:

1 atggccctgaagaatgatgagataatagatgccactcaaaaaggaaattgetctegttte

© 4434 atggccctgaagaatgatgagataatagatgecactcaaaaaggaaattgetctegttte

61 atgaatcacagctgtgaaccaaattgtgaaacccaaaaatggactgtgaacggacaactg

4494 atgaatcacagctgtgaaccaaattgtgaaacccaaaaatggactgtgaacggacaactg

121 agggttgggttttttaccaccaaactggtt 150

ARRARRARRARRARRARRARRA AR
4554 agggttgggttttttaccaccaaactggtt 4583

ANSWER 5 OF 39 DGENE GCOPYRIGHT 2010 THOMSON REUTERS on STN
SCORE 297 100% of query self score 297
BLASTALIGN

Query
Length
Score

150 letters
7987
297 bits (150), Expect = 2e-84

Identities = 150/150 (100%)
Strand = Plus / Plus

Query:
Sbjct:
Query:
Sbjct:
Query:

Sbjct:

1 atggccctgaagaatgatgagataatagatgeccactcaaaaaggaaattgetetegttte

4434 atggccctgaagaatgatgagataatagatgecactcaaaaaggaaattgetetegttte

61 atgaatcacagctgtgaaccaaattgtgaaacccaaaaatggactgtgaacggacaactg

4494 atgaatcacagctgtgaaccaaattgtgaaacccaaaaatggactgtgaacggacaactg

121 agggttgggttttttaccaccaaactggtt 150

AR RRRRRAR RN
4554 agggttgggttttttaccaccaaactggtt 4583

DGENE-10



DGENE-11

FosisR (GETSEQ)

BOAIIE R (Z o0 BB L ORERRCY) 1%, GETSEQ /Xv 47— 71 /5 A TR TE 5 LMD
74—V RO BEBNET. GETSEQT fif 5 B RI=IZIX, QUERY =~ RCIER L7 L HE5EFIH L=
D, IE#E RUN GETSEQ ORZICANTHZ b TEET. F7, BSIMRBEFEER SIN oo~ 7 A L,
72 & 2% REGISTRY K> PCTGEN 7 7 A /L CRIAIMR L7 LEF A EMA L LTRIAT 52 L b AEETT
FEAZOWTIE, DGENE 7 7 A VT, KEIZ 17 k(=) D#% T, HELP GETSEQ & AL TL 72 &0,

By = —

g OB K SEARCH 5
—fET I BEOILFEa— KD ? QUE LAGLL/SQSP
—WxT X O3 FEa— KD ? QUE ‘THR-SER-GLY-MET-THR’/SQSFP
a— REiFa— Foslz—FEq | HFFCHTe. QUE ‘GLP’ GY/SQSP
K a— RN, 7B AT 5. RUN GETSEQ ‘CYS—ASN-THR-ALA’/SQSP
BRDO1I LT a— K Y QUE ATGAAN/SQEN
RUN GETSEQ ATGAAN/SQSN

DREIZ B 7 (=) D#% T, HELP AAC EAITHE, 7T I /8RO 1 BIW 3 XFa— FEREREINE
kR

2) BAAIHCHREER T X BRIE, M T DL ORHIVUIKNET 2T I VBT, LT X (FHEXX) TRINIE
T BT S BBIZOWT ORI, HMEE (FEAT) Hich v £

3) KEIZT 7 k(=) D% T, HELP NUC & ANT D&, gD a— RENFRENET.

BlH RS- OFEEA

KR L OV R BRAT —21%, SEQ 74— /L RfIZ | 5Fa—RT, 7240 0D S
EQ3 7 4 —/L KHIZ3 XFa— R CTERRINET.

RUN GETSEQ /N FHRFETIX, BATCH (ZRD L 9 iza~r Rkl CTAD LET:

RUN GETSEQ =x— K/SQEN BATCH

w & = e SEARCH {3
BN, SRR BRI —BT 2 & Bl SRR SR, /SQEP QUE AFFFF/SQEP
BRRXIImSlTERINT QUE ‘ALA-PHE-PHE-PHE-PHE’
WU B 720, /SQEP
g2 Ry E, FEARRLS BRI — BT 255 L OVE R /SQEFP RUN GETSEQ YGGFL/SQEFP
T77VU— hoO7 I BET 7 I U—IT QUE ‘TYR-GLY-GLY-PHE-LEU’
Y4257 2 Bk D /SQEFP
Z Ry E, Bl SEAl—ET B RS & E R OB /SQSP RUN GETSEQ LAGLL/SQSP
%o olR ) A fR SR QUE ‘GLP’ GY/SQSP
Rkt s AR TE 5.
&g, RS SEAI— 8T ARSI & E RO /SQSFP RUN GETSEQ ATCXAW/SQSFP
Ty IU— TIBET I —ITHYT S QUE ‘LEU-ALA-GLY-LEU-LEU’
T BOBSINEEND. /SQSFP
Bkl s fHcE 5. Y
Kk, Seafls] BRIRIC 2T DR 2 M. /SQEN QUE ATGAAN/SQEN
HfeE o — RO TE 5.
AN ey Rl SERIC KT HES &, BRI /SQSN RUN GETSEQ ATGAAN/SQSN
B % S el B & FR SR,
FEfETE 2 — B X Ok 58
FIHC& 5.
D XU RIBEOEM T 7 U —ZLL D@y ¢
P, A, G S T (GFBRKPE, k)
Q N, E, D, B, Z Bk, BT IY)
H K R CBUKME, HEFEeM)
F, Y, W (BKME, FHER)
LI, V, M (k)
C &8

2010.9



EoECHIRR SR DR kEE 5 (/SQSP, /SQSFP, 35 X TUY/SQSN)

TRLOMIZ, TR

(), EEA— () BFIHTEET.

DGENE-12

L, BSNHF OB E T ITEREDOH S HIEE L TRET 25 AITHWET.
L, RS Bz, REBESTERIRICRIA L £
B ECAVERN O & F I E R EIEICET 256/, DGENE 7 7 A LV TRAIZ v 7k (=) O&IC
HELP SQQ & AJ1T 5 L RRTEET.

L 3 e SEARCH 5
[] R Z R E RUN GETSEQ LGP[VL]/SQSP
QUE LGP[VAL’ ‘LEU’ ‘LYS’ ] /SQSP
(-] FFE E T IR 2 bR < QUE LGP[-H]/SQSP

{m, u} £721% {nu}

? F721x {0,1}
F721%{0-1}

* F£721% {0, }
* 7213 {0-}

+ F£720F {1, )
F7203 {1}

ERTOBRLY, BLFVER, 7203
L #F 5% m [\l

HEATOBS, EFVER, F2ik
L &5% m 2°5 n Bl IR

ERTORLY, BLFVER, 7203
L ZFE5ABr £t 1 [T

ERTORLY, BLFVER, 7203
L &Sz Brn 3zl bigy
g

ERTORS, BIAVERS, E720F
L FEEZIEITENL LMY kY

AlAIZRFE R I E M (L &) &
a4 %

QUE LGP[—HIS’ ]/SQSP

RUN GETSEQ LGP[-HL]/SQSP

QUE LGP[-HL]/SQSP

RUN GETSEQ L4 {2} /SQSP

RUN GETSEQ TAA (TAAA) {2} /SQSN

RUN GETSEQ (CTG) {2} /SQSN

RUN GETSEQ GG (FL) {1, 2} /SQSP

RUN GETSEQ L3{1, 3} /SQSP

RUN GETSEQ (CTG) {1, 3} /SQSN

RUN GETSEQ FLRRI (RP) ?K/SQSP

RUN GETSEQ L1 {0-1}NN/SQSP

RUN GETSEQ L1 {0, 1}NN/SQSP

RUN GETSEQ CAT (CGA) {0, 1} GGAC/SQSN
RUN GETSEQ KLK (WD) *N/SQSP

RUN GETSEQ L1{0-}NN/SQSP

RUN GETSEQ CAT (CTG) {0, } TATT/SQSN
RUN GETSEQ KLK(DLE) {1, } /SQSP

RUN GETSEQ KLK (DLE) +/SQSP

RUN GETSEQ L2{1-}/SQSP

RUN GETSEQ CAT(CTG) {1, } TATT/SQSN
RUN GETSEQ L1&L3/SQSFP

RUN GETSEQ L2&L5{1, 3} /SQSP

EECHIRER DX ¥ » 755 (/SQSP, /SQSFP, 35 JTY/SQSN)

A0, 1} F 72k {o-1)

RFETIX
o, Y FE1L {0}

AFEIX
ALY EAIE (1)

BoEiidznll EoEEOF v v 7

1 F3FNUEOEEOX v v 7

L & 3 He SEARCH 4l
1 BRoXy v 7 QUE SY. RPG/SQSP

RUN GETSEQ SY..RPG/SQSP
QUE AAG. .. TGC/SQSN

imp F2720F ) m HREOX v v 7 QUE SY. {2} RPG/SQSP
QUE SY[2. JRPG/SQSP

Am, b F2E L (meu) mND u REOX Y v RUN GETSEQ GFF. {2, 10} LSS/SQSP
RUN GETSEQ GFF. {2-10}LSS/SQSP
QUE AAG. {2, 5} TGC/SQSN

CEIE LY EIT PoFEid 1 BEOXy v RUN GETSEQ AGA:SRI/SQSFP

RUN GETSEQ AGA. ?SRI/SQSFP
QUE AGA. {0, 1} SRT/SQSFP

QUE AGA. {0-1}SRI/SQSFP

RUN GETSEQ HLC. *TYG/SQSP
QUE HLC. {0, } TYG/SQSP

RUN GETSEQ HLC. {0-}TYG/SQSP
QUE AAGGCAGATG. *GCAA/SQSN
RUN GETSEQ SY. +TH/SQSFP

QUE SY. {1~} TH/SQSFP

QUE SY. {1, } TH/SQSP

RUN GETSEQ TCCTG. +GTGG/SQSN
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FrafHBEA = — R (/PACO) ¥V —T &

/PACO 7 4 — /L RDY Y —F 2% HWT, RFFHBEA =T — FERRFHBEAL OS2 R R TEET.
ZOBREE WD &, flifElcatt A L a— REBETT 5 2 LN TE, Floa— NoxhndT da3tt4a %
THARDZEHTEET. 2—ROT AT 7y MEU A NEFRRIEDHITIE, SHAOHEDHHWNI 7V
F—UL% /PN T 4 —)L RTHF=DL, /PACO 74—/ KT EXPAND LTL 72 &V, Fa— R, HE
BB LORBEE L & bR EnET. 24T +ALL 24517 C BEXPAND 45 &, %fIind b a— KD
—ERNFRENET. 7, 32— FIZ HDEF 2517 T EXPAND T % &, &4 a— NickhisT 284t
HNFORENET. TRTOREFE=— RiZ SEARCH LT DISPLAY =i~ F& & bR cE £

R = — 1

2 &

A 1 B

ALL

DEF

SHAIZEET 5T R TORFHBA = —

(SELF, CODE)
2= FISHIST 5~ TOxMtA
(SELF, DEF)

E PFIZER+ALL/PACO

E PFIZ+DEF/PACO

DISPLAY 3 X TF PRINT =
BEDT 4 AT LA LT ML TFTROEFEREREZBRIGHAESDOEDL Z N TEET. o= —

REHET L & X3,

RITHEE SR CRRINET.
DED, ED, FEAT, UP #[R&E, T XRTOMET 4 —/L FT/HA T A MERENFIF T £4. HIT, KWIC
B 0CC OEEREME D 7201213, MBRFIZANATA MI ON THDZEBNETT.

“DLL 1-5TI PA KW’ DX HIZANR—ARLH < TRE > T ZEV.

DGENE-13

74—V

AN B OFE 4 W w NN
AA Amino Acid T D AA TT KW
AB Abstract o D TI AB
AT (AP) V Application Information HHJBE 5 D AT
AN ? Accession Number L a— &= D AN
CR (XR) Cross Reference (to related A7yl (BEETS D CR

DGENE records) DGENED L =2 — R ~D)
DED ? Data Entry Date F—2DASH D DED
DESC 2 Description SRR D DESC
DT (TC) ? Document Type ERHEE D TI DT
ED 29 Entry Date AJIH D ED
FEAT Feature Table FHMER D AA FEAT
FS -9 File Segment T ANET A D FS
IDENT @ © Percent Identity Fl—ME S—F > b D IDENT
IN (AD) Inventor S ik D IN PA
KW (ST) ? Keyword F—U—K D KW
LA 2 Language =3B D LA
LS Legal Status ERPIRI D LS
LS2 Legal Status, Detailed Version ERPIRIL O FEH D LS2
MTY 2 Molecule Type DNFEAT D MTY KW
NA Nucleic Acid 374 D NA
ORGN ? Organism Name 4 D ORGN
0S 2 Other Source (DWPI accession ZF OO UL ERIR D 0S
number) WPIL =2— R &5
PA (CS) Patent Assignee SSTLRNIEUN D IN PA
(includes PACO)
PACO Patent Assignee Code BEFHBE Ao — R D PACO
pI Y Patent Information g R D PI
(PN, PATS)
PRAT (PRN) Y | Priority Information B SEHE R TS DIS PRAT L5
PSL Patent Sequence Location BEEE OFECH R O ZaRANT D PSL
SCORE - ¥ Similarity Score G = D SCORE
SEQ Sequence (1-letter codes) Besl (13CF=2—R) D SEQ
SEQ3 Sequence (3-letter codes) Besl (33X F=—R) D SEQ3 1-3
SQL 2 Sequence Length El AR D SQL
TI ? Title 2 R D TI IN PA
up 2> 9 Update Date FHH D TI UP
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DISPLAY 3 XX PRINT B  (Fi)

B X 2] x A ) Pl
ABS AN, MTY, AB D TI ABS 1-5
ALIGN - ¥ B & FR R FR OFE R DA % kG S8 TERR D ALIGN 1, 10, 100

(RUN GETSIMZ 721XRUN BLAST)
ALL Y AN, MTY, TI, IN, PA, PI, AI, PRAI, PSL, DED, DT, LA, 0S, D ALL
CR, DESC, KW, ORGN, AB, AA, NA, SQL, SEQ, FEAT
APPS V AT, PRAI D APPS
BIB V AN, MTY, TI, IN, PA, PI, AI, PRAI, PSL, DT, LA, 0S, CR, DESC D BIB ABS
(F7x— 1)
FAM WPTORFFF~7 7 X U —1f&# (PI, ADT, FDT, PRAI) D FAM
TALL Y 74—V RAAFE A T PRIALLIE D TALL 1-3 L4
IBIB 74—V RE&4fFE A T v MRIBIBE A D IBIB KW
SCAN 2 ¥ AN, TI, DESC ([RIZFE SR LD T & LEKR) D SCAN
SQIDE AN, MTY, AA, NA, SQL, SEQ, FEAT D SQIDE ABS
SQ3IDE AN, MTY, AA, NA, SQL, SEQ3, FEAT D SQ3IDE
TRIAL ? AN, MTY, TI, DESC, KW, SQL D TRI TOTAL
(TRI, SAM)
HIT by N —L&ETeT7 4—L K D HIT
KWIC t v b ¥ — ADHI1207E% F R (KeyWord-In-Context) D KWIC NOH
0cC 2 ty N —2OHBUEELY 7 4 — /L FZLIZER D 0CC

D 7740 hTIE, FrrE s, WA, BLOMBLHELEE S SIN B TERENET. vz MERICE
AL &L, KEZ a7 (=) D% T SET PATENT DERWENT & AS L FEJ. SIN BRUZETH AL, SET P
ATENT STN & AL ET.

2) TOFRFWRDOF L TA 2« T4 AT LA BT IR T

3) BAL MR DHRDFRRTT.

4)RUN GETSIM % L <& RUN BRAST DEIETHLIMENH D £9. 7EL<1X, MHAMRBOEZSHL T I,

5) ZOHRFIBROA L T A v« T4 AT LA BT EEENCE. SCAN 1E, a~> RIgHT TAALET.
f5il: D SCAN % 7=i% DISPLAY SCAN

6) RN GETSIM DEIZTHAMLENH D 7. FELIE, MHRAMERROEEAZH LTI I

SELECT, ANALYZE ¥ X TF SORT 7 4 —/V K

SELECT=~ > R, [BI&EtEy NOFRE LT 4 —/V RO L7-REAINCER 5215 L7
ANALYZE= = > RiX, A&ty FORE LTc 7 4 —/v R LGB Ic L5245 LET
SORT=~ > RiE, MBHEREIRE L7 41—V ROT VT 7y MEE ZIIEEIEC I~z £,
GZUTEEILY, Y LWL DOENTERENTHET)

74— R T4 Ra—F ANALYZE/SELECT V) SORT
ok AB y ? N
L a— NE5 AN Y N
VWA AA Y N
HARE[E AC Y Y
HiFE A AD Y Y
HH R Al y ? Y
HFRE 5 AP Y Y
HiFRAE AY Y Y
EE4 W) AU y Y
PriEtgRs  CReatr i) s y ¥ Y
JaRAY 7y LA CR Y N
(B34 2DGENEZ 7 A /LD L 21— R ~D) XR y © N
F—2DASA DED Y Y
jegieie DT Y Y
AJIH ED y " Y
KRR FEAT Y N
TrANET AR FS Y Y
[F—M S—t& o b IDENT N y 10
e kS IN (AU) Y Y
F—U—FR KW Y N
Efi LA Y Y
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SELECT, ANALYZE 3 X TX SORT 7 4 —/L K  (fix)
74—V T 4— )L Ra—F ANALYZE/SELECT SORT
EREOR7NITY LS Y N
TERTIR L DR Ls2 Y N
DEAT MTY Y Y
P17y NA Y N
W4 ORGN Y Y
ZDMOUEEIE WPID L =2— REE) 0S Y Y
HFEE B 7 —"7 APPS y® 9 N
HFFF I PA (CS) Y Y
¥arHFEAN = — R PACO Y Y
FEPIEATIE PCS y o Y
FEFRATE  V—T7 PC Y Y
FEFFIE PI y Y
FEFRER 2 — K PK Y Y
K5 PN Y Y
PATS Y N
FERFH OBECH I R O REHL & PSL Y Y
EIehE R E PRC Y Y
kR A PRD Y Y
BEAMETEIRH, RO b DIZIRE PRDF y " Y
B RA TS PRAI y 2 Y
B R 5 PRN Y Y
MR PRY Y Y
B TIRE, RO b DIZIRE PRYF Y Y
FEPRITH PD Y Y
KA TAR PY Y Y
Blgll (13072 —R) SEQ y now N
Blgll (33072 —R) SEQ3 y» N
Bi%I & SQL Y Y
FREMED A a7 SCORE N y W
= — TC y 9 Y
T TI Y (74— ) Y
el UP y " Y

D by M= EMNSE 5120, HIT 260 FE3. #: SEL HIT IN

/BL MyE-EnET.

3) FFF AR5 2% SELECT F7-iX ANALYZE &4, SELECT Chhffi &hic ¥ —AZiL /AP DMt EINET.
/IN M EnET.

/PA M HEHET.

/CR M HEhET.

2) SELECT CThHitH Sz —AlZ

4) SELECT "CHhH Sz # —AIZ
5) SELECT CThHitH S /=& —AlZ
6) SELECT CTHhith &7z 4 —L4iC

7) SELECT HIT 35U ANALYZE HIT {3207 4 —/L FCIEE 2 E8A.
8) # vy MEXTRES, HEES, L OESHEHIERS % SELECT 45 & 2i2iE, RHIZar7h ()

“C SET PATENT DERWENT & AS7L 9.

9) AP & PRN 7% SELECT F7-(% ANALYZE &1, SELECT ThhH Sh7=4& —AZiE /APPS M5 SET.

10) PT 7 ¢ —/L R b [E4 2 — 23 SELECT F721% ANALYZE Siv, SELECT ThHiH S i/ —AIZiX /PC 35 &

nEJ.

11) ¥F%& 5% SELECT E£7-1% ANALYZE &, SELECT T &n7=#—2A12i /PN M5 EnE1.

12) #ESEHEHRES 575 SELECT £721% ANALYZE &#, SELECT ThHiH&f7=#—2i2iE /PRN BffE SN ET.
/SQSP A5 & Ed

13) SELECT CHhti &iz & — Az
14) GETSIM THERRL7= L B EEZIEEL £
15) SELECT CHhti &iiz & —AlZ

/DT MFEENnET.

16) BLAST/GETSIM FER —MRERETER L7z L FEIC L THERLET.
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AV A=

TRIAL B

AN AAD05559 cDNA DGENE
Tl Isolated nucleic acid molecule encoding a human secreted protein is used
in preventing, treating or ameliorating a medical condition -

DESC Human secreted protein-encoding gene 19 cDNA clone HYASC80, SEQ ID NO:78.

KW Human; secreted protein; proliferative disorder; cancer; tumour; foetal
abnormality; developmental abnormality; haematopoietic disorder; immune
system disorder; AIDS; autoimmune disease; rheumatoid arthritis;
inflammation; allergy; neurological disorder; Alzheimer’'s disease;
Parkinson's disease; cognitive disorder; schizophrenia; asthma; skin
disorder; psoriasis; sepsis; diabetes; atherosclerosis; cardiovascular
disorder; angiogenic disorder; kidney disorder; gastrointestinal
disorder; pregnancy-related disorder; gene therapy; endocrine disorder;
infection; wound healing; vulnerary; cell culture; chemotaxis; food
additive; binding partner identification; ss

SQIDE JE=

AN AAW79650 peptide DGENE
AA 0 A;2 R;0 N;2 D;0 B;2 G0 Q;,0 E;0 Z;,2 G, 0 H;0 I;0
L;0 K; 0 M; 0 F; 0 P; 2 S;0 T,0 W; 0 Y; 0 V; 0 Others
SQL 10
SEQ
1 crgdsrgdsc

FEATURE TABLE:
Key |[Location|Qualifier]|

+ + +
Modified-site |1 [note | "N-alpha-acety |-Cys”
Modified-site |2..6 [note | “optional ly one of Arg(2) and

| | |Arg(6) is in the form of

I I |MeArg”
Modified-site |10 [note | “Cys—NH2”
Disulfide-bond|1..10 | |

SQ3IDE B
AN AAW79650 peptide DGENE
AA 0 A2 R, 0 N;2 D;,0 B;2 C;0 Q0 E 0 Z;2 G0 H; 0 I;0
L0 K; 0 M; 0O F; 0 P; 2 S;0 T,0 W;0 Y; 0 V; 0 Others

SQL 10
SEQ3

1 Cys—Arg—Gly—Asp—Ser—Arg—Gly—Asp-Ser—Cys

FEATURE TABLE:

Key |Location|Qualifier]|
+ + +
Modified-site |1 [note | “N-alpha-acety|-Cys”
Modified-site |2..6 |note | “optional ly one of Arg(2) and
| | |Arg(6) is in the form of
I I |MeArg”
Modified-site |10 |note | “Cys—NH2"

Disulfide-bond|1..10 | |

2010.9
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IALL FrBa
ACCESSION NUMBER: AAD05559 cDNA DGENE

TITLE:

Isolated nucleic acid molecule encoding a human secreted
protein is used in preventing, treating or ameliorating a
medical condition -

INVENTOR: Soppet D R; Komatsoulis G; Shi Y; Olsen H S; Ruben S M
PATENT ASSIGNEE:  (HUMA-N)HUMAN GENOME SCI INC.
PATENT INFO: W0 2001034767 A2 20010517 540
APPLICATION INFO: WO 2000-US30036 20001101
PRIORITY INFO: US 1999-163576 19991105

US 2000-221366 20000727

PAT. SEQ. LOC: Claim 1; Page 459

DATA ENTRY DATE: 18 JUL 2001 (first entry)
DOCUMENT TYPE: Patent

LANGUAGE : English

OTHER
CROSS
DESCRI

SOURGE : 2001-316492 [33]

REFERENCES: P-PSDB: AAE01738

PTION: Human secreted protein-encoding gene 19 cDNA clone HYASG80
SEQ ID NO:78

KEYWORD: Human; secreted protein; proliferative disorder; cancer;

ORGAN

tumour; foetal abnormality; developmental abnormality;
haematopoietic disorder; immune system disorder; AIDS;
autoimmune disease; rheumatoid arthritis; inflammation;
allergy; neurological disorder; Alzheimer's disease;
Parkinson's disease; cognitive disorder; schizophrenia;
asthma; skin disorder; psoriasis; sepsis; diabetes;
atherosclerosis; cardiovascular disorder; angiogenic
disorder; kidney disorder; gastrointestinal disorder;
pregnancy-related disorder; gene therapy; endocrine disorder;
infection; wound healing; vulnerary; cell culture;
chemotaxis; food additive; binding partner identification;
ss.

SM: Homo sapiens

ABSTRACT:

AAD05492-AAD05564 represent cDNAs corresponding to 22 human secreted
protein genes, and AAEO1672-AAE01743 represent the proteins they encode
AAEO1744-AAE01763 represent human secreted protein fragments or variants
The secreted proteins and their genes are useful for preventing, treating
or ameliorating medical conditions, e.g., by protein or gene therapy
Pathological conditions can be diagnosed by determining the amount of the
new protein in a sample or by determining the presence of mutations in
the new genes. Specific uses are described for each of the 22 genes

based on the tissues in which they are most highly expressed, and include
developing products for the diagnosis or treatment of proliferative
disorders, cancer, tumours, foetal and developmental abnormalities,
haematopoietic disorders, diseases of the immune system, AIDS, autoimmune
diseases (e.g., rheumatoid arthritis), inflammation, allergies
neurological disorders (e.g., Alzheimer's disease, Parkinson’'s disease)
cognitive disorders, schizophrenia, asthma, skin disorders (e.g.,
psoriasis), sepsis, diabetes, atherosclerosis, cardiovascular disorders
angiogenic disorders, kidney disorders, gastrointestinal disorders,
pregnancy-related disorders, endocrine disorders, and infections. The
proteins can also be used to aid wound healing and epithelial cell
proliferation, to prevent skin aging due to sunburn, to maintain organs
before transplantation, for supporting cell culture of primary tissues

to regenerate tissues, to identify their cognate ligands or binding
partners, and in chemotaxis, and can be used as a food additive or
preservative to modify storage properties. Antibodies specific for a
protein of the invention can be used in alleviating symptoms associated
with the disorders mentioned above, and in diagnostic immunoassays e. g.
radioimmunoassay or enzyme |inked immunosorbent assay (ELISA). The
present sequence represents a human secreted protein-encoding cDNA of the
invention.

NUC. ACID COUNTS: 8 A; 16 C; 20 G; 14 T; 2 other
SEQUENCE LENGTH: 60
SEQUENCE

1 ggggatggga acccaagget gtccacatcc cagetggetg mtmettctgg

DGENE-17
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IALL B

(Fi )

51 ggetgtettg

FEATURE TABLE:

Key |Location|Qualifier |
+ + +
CDS |5..58 |*tag= a
| |product | "Human secreted protein
| |precursor”
|trans|_except| (pos:41..43, aa:Xaa)
|note | "Xaa = any of the naturally

2010.9

| |occurring L-amino acids. CDS
| |does not include stop codon”
| |/partial
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