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STNext ETEITTELHLIVELSIIRFEMAE [Biosequences Search] AW —RENFELT=. BLFIDUERASKIRIZHE KR
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TE, A EHHFBERZEZLYNT Excel BRATEAOO—KFT5IELETEFET. iz, BIBREDOREZEENSEFDEE
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m FFIDURERIEX

Biosequences Search Tl&, 60 LI EDFFFRITHEADH 110 BHEDEFHFEHASIERSNT- 5 & 8,000 FHLE
DEHEHRFBETEET. INEELTWSEINIFHRIITEDEY TT.

4 REGISTRY J74J)LDEEF| (CAS DINFFE#E(ZE DU TUNEL-ERF)
4+ 7 DOXERHHFRITHES (US, EP, WO, CA, KR, JP, CN) (DiFsrh ol B L1-ER 5]

m RIRFEIT OIS A

BRzRIO0 S A AE
BLAST /REOZ—1R% BRBICE U rzBes 218K 927005 A
CDR FEcHlIRER ks T MRRZEHAD CDR ZIEEL, BRIZTITOTSA
Motif AcHIHRER DNA, RNA, &> /\OBHRDEW/ Y- EIERFETDTOTS A

m Biosequence RFRZHDI(C(E

1. STNext [ZA4 AL, BIEALED My Files M5 Biosequences ZEIRLET.

3 MyFiles L Hana Kagaku

History Alerts n Databases
" Transcripts
Session 3

Structures
Entered H 5:05 ON 13 APR 2021
Scripts

Biosequences

2. New Search &9 yoL, BERZIROET.

€ Return to Session

® BiOSEquenceS (0) SortBy: Date Modified: Newest ~

- Search Files by Name n
You do not have any Biosequences ._ % ?ﬁ’ﬁ I:P 0) EE 5'] *ﬁ % ‘b
To add a Biosequence, click New Search *ﬁ ;T‘t EE 0) - %b“ﬁ 7TT é’h»é
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3.

BRELEWNTATSLDOATEERLET.

BLAST, CDR, Motif @) 3 {E@#EZFATETET.

Search Biosequences

[ BLAST CDR

Motif ]

Import Sequence

1

Name  2021_0001_Sequence

Clear

Sequence type

Nucleotide

Search within

Nucleotides

Protein

Proteins

Limit Total Sequence Results to

100

Close

m BLAST /REO>S—IREE

BLAST (Basic Local Alignment Search Tool) (&, T—2~_X—XHDEF DO hMD, BATRIIZFELILI-ERHI%E 5 &

TRERTHTATILTY.

1. BLAST #7%RU, BIERRXZEAD, HAHNEX7YyTO—FLET. XIZ, BRERXOES, EZ0OES, BE
D EREBEEIRL, RREFETLET.

Search Biosequences

BLAST CDR

Motif

Import Sequence

Download

Name ' 2021_0001_Sequence

Clear

o | ZFDEE (T8)

BREXDES

EZ DES

EZED LR

MRAWIFFLLCLAGRALAAPLADYKDDDDKPGYLGGFLLVLHSQTDQEPTCPLGMPRLWTGYSLLYLEGQEKAHNQDLGLAGSCLPVFSTLPFAYCNIHQVCHYA Sequence type -
QRNDRSYWLASAAPLPHMMPLSEEATRPYVSRCAVCEAPAQAVAVHSQDQSTPPCPQTHRSLWIGY SFLMHTGAGDQGGGQAL MSPGSCLEDFRAAPFLECQGRQ —— ®P [
GTCHFFANKYSFHLTTVKADLQF SSAPAPDTLKESQAQROKISRCQVEVKYS Uceotice rotein
Search within -
ﬁﬂﬁl]’&ﬁ*&)\ jj _d-é Nucleotides @ Proteins
HL<IE Import Sequence M LELHIZE
7yvFA—F9$ 3 (ixt BX) pegl
Limit Total Sequence Results to
20000 e )
oo mmmmm———————
1 > Advanced Biosequence Search I
[ S ———— Save Query Cancel
\ \
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‘\
e o= ~r = 4=
INTA—BDEE (EE) BEORET

2. BEMNTTLD, View Results #91)voLET.

¥ 2021_0001_Sequence #
2021 Mar 42:18 PM

MRAWIFFLLCLAGRALAAPLADYKDDDDKP
GYLGGFLLVLHSQTDQEPTCPLGMPRLWTG
YSLLYLEGQEKAHNQDLGLAGSCLPVFSTLP
FAYCNIHQVCHYAQRNDRSYWLASAAPLPM
MPI SFFAIRPYVSRCAVCFAPAOAVAVHSOD

m View

View Results | ==«

136 results

3. BREHBEMNRTSINFEY. EVbLIEIICH T IEINEMXDT I AV LOROEEE D RIELZHERTE
FY. TIAAUME, BRIERMRXEBERINDOE N RLULI-EEMFETESLIICLIZELDTY.
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Filter By ® Biosequence Search Results w30 I Sort By: Alignment Identity %: Descending ~ l
Query Identity % [ | Create Bioscape Analysis Show Se¥ch Details
No Min to | NoMax
Sequence Sequence Alignment Query Subject Number of ‘j— |~
Query Coverage Alignment Length Identity % Identity % Identity % Patents
NoiMin to | NoMax 260 100.00 100.00 100.00 6 View More v
Subject Coverage 232 100.00 88.85 99.57 3 View More v
No Min to | No Max
231 100.00 88.85 100.00 9 View More v
Subject Identity %
86.92 100.00 6 View More v
en | % [ EvhLI=BRFIIH T 5
EE§|] Eﬁ:ﬁ it0)75'f)‘:/ N)) E 58.85 63.75 2 View More v
\. 4 260 k99.23 99.23 99.23 [ View More v
AtH{E

+ SEAOHEMICEHRYDHOY—F WABR) HTETT.
w8 [ W& | Fitrsy | SortBy |

Alignment Identity % —EUc0— R+3805E% % 100 - @)
Query Identity % —EBUed— R+AeFIERIR x 100 O O
Query Coverage FRUpEIE -+ AhI BRI x 100 O @)
Subject Identity % —HUzd— R+ EE#EE5Ix 100 O O
Subject Coverage FRIsRIE, -+ EIZ RS < 100 O O
4. View More &9y 9 5L, FHMlEHEIRTEET.
[Alignment 271 EvhLIzESIZx T HEINEBKXDT7 I/ AV MDFHNRREINET.
) EEFE 260 OEFEFMATHRELTCEYIN AV NNVEOEE
D ) ©)
Sequence Sequence Alignment Query Subject Number of
Alignment I EvhLI-EIIO2 K | Length Identity % Identity % Identity % Patents
312 [ 90.91 80.77 67.31 3 View Less ~
Alignment Patents Subject \ @ 210/231%100 = 90.91%
® 210/260%100 = 80.77%
30 260 @ 210/312%100 = 67.31%
BRERXDES] p Quey 281 2a
EVRLIEES] 1 subec 2z BEL TSRS N AR
82 312
231 E25
Query: 30 PGYLGGFLLVLHSQTDQEPTCPLGMPRLWTGYSLLYLEGQEKAHNQDLGL 79 -B=X % 30~260 FH
PG L| GFLLVLHSQTDQEP, CP+GMPRLWNTGYSLLY+EGQEKAHNQDLGL ‘EwvkLi=-EZE(X 82~312 &H
Subject: 82 PGSLSGFLLVLHSQTDQEPACPVGHPRLWTGYSLLYMEGQEKAHNQDLGL 131
Query: 80 AGSCLPVFSTLPFAYCNIHQVCHYAQRNDRSYWLASAAPLPMMPLSEEAT 129
AGSCLPVFSTLPFAYCNIHQVCHYAQRNDRSYWL +SAAPLPMMPLSEE I
Subject: 132 AGSCLPVFSTLPFAYCNIHQVCHYAQRNDRSYWLSSAAPLPMMPLSEEET 181
Query: 130 RPYVSRCAVCEAPAQAVAVHSQDQSIPPCPQTWRSLWIGYSFLMHTGAGD 179 = A - =
R V+SRCAVCEAPAQAVAVHSQDQSIPPCP+TWRSLWIGYSFLMHTGAGD *—— Eé'i ﬁlb{fﬂﬁﬂ (& 21? Bc 5l
Subject: 182 RSYISRCAVCEAPAQAVAVHSQDQSIPPCPRTWRSLWIGYSFLMHTGAGD 231 (21 PE/BHBEELTLVEL)
Query: 180 QGGGQALMSPGSCLEDFRAAPFLECQGRQGTCHFFANKYSFWLTTVKADL 229
QGGGQALMSPGSCLEDFRAAPF +ECQGRQGTCHFFAN+YSFWLTTV. DL
Subject: 232 QGGGQALMSPGSCLEDFRAAPFVECQGRQGTCHFFANEYSFWLTTVNPDL 281
Query: 230 QFSSAPAPDTLKESQAQRQKISRCQVCVKYS 260 .\‘
QF S| P+PDTLKE QAQR+KISRCQVCHK*S i+ ElOTI/EETEYR
Subject: 282 QFPSGPSPDTLKEVQAQRRKISRCQVCMKHS 312
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[(Patents #7] EvVhLI-EEFIDHRELI-BFHMNRTENET.

R Bioseq uence Sea rch Resu |tS (136) Sort By: Alignment Identity %: Descending ~
] Create Bioscape Analysis Show Search Details
Sequence o | BEE (156 ) ORFBRERETS
Alignment Length

312 90.91 80.77 67.31 3 View Less ~

Alignment Patents Subject

3 patents found. I Get All from STN File I._ RELTWAES 3 #4) ICEHATAESHEESERETS

10f3

Method and composition for improving efficiency of transferring nucleic acid into cell

Assignees: NATIONAL INSTITUTE OF ADVANCED INDUSTRIAL SCIENCE AND TECHNOLOGY; MIYAKE, MASATO;
UCHIMURA, EIICHIRO; YOSHIKAWA, TOMOAKI; MIYAKE, JUN

Patent No.: WO02005001090A1
Sequence ID: 20

Itis intended to develop a method whereby, in the case of transferring (in particular, transfecting) a nucleic acid (for example, DNA) into
a cell into which such a nucleic acid can be hardly transferred in a state of being immobilized on a support, the transfer can be practiced
or the transfer efficiency can be improved. This object can be established by applying a combination of a cell adhesion molecule (for
example, IV type collagen) with a gene transfer reagent (for example, Lipofectamine) to a cell. Thus, a nucleic acid can be transferred at
an unexpectedly high efficiency. It is also found out that the cell into which the nucleic acid has been transferred is still available in the
induction of differentiation.

o—| COREBESERRTS

20f3

Ef_E THfR(CIXEEZEA U, H'D. COMRRZEMEFESE B ITHDITES SUHE/MN

[Subject #7]) EvkLI-ERFIDEFIE, £825Ia—F, CAS RN® MRREhFT.

Alignment Patents Subject

Sequence Length: 312 aa

CAS Registry Number®: 158969-11-0, 487637-40-1, 872480-80-3
Get All from STN File

Sequence:

PGFPGVPGPR GPEGAMGEPG RRGLPGPGCK GEPGPDGRRG QDGIPGSPGP

51 PGRKGDTGEA GCPGAPGPPG PTGDPGPKGF GPGSLSGFLL VLHSQTDQEP
101 ACPVGMPRLW TGYSLLYMEG QEKAHNQDLG LAGSCLPVFS TLPFAYCNIH
151 QVCHYAQRND RSYWLSSAAP LPMMPLSEEE IRSYISRCAV CEAPAQAVAV
201 HSQDQSIPPC PRTWRSLWIG YSFLMHTGAG DQGGGQALMS PGSCLEDFRA
251 APFVECQGRQ GTCHFFANEY SFWLTTVNPD LQFPSGPSPD TLKEVQAQRR
301 KISRCQVCMK HS
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m CDR BeHliR5E

CDR (Complementarity determining region) #&3& (%, IiAé T HIEZRAD CDR I EELBRETESL IO L

T9. BLAST ZIOdUXLEA—RELTWLET.

() 7H) LT DESED CDR

DIGMTQSPSSLSASVGDRVTITCRASQGIRNYLAWYQQKPGKAPKLLIYAASTLQSGVPSRFSGSGSGTDFTLTISSLQPEDVATY
YCQRYNRAPYTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKD

STYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

1. CDR #7%EUY, BRIIBEMRAZEAA, HHWET7yTO—FLET. RIC, BERXOERIIZAAL, BEDLEHK
EERL, RRERTLET.

* CDR BRRIFEWERIIRFITHEL /A= RBILSN TSI, NIA—FREFBEHYFEEA.

s
A BRIDER
. =z
Search Biosequences ./' E=
BLAST CDR Name 2021_0001_Sequence
Import Sequence Download Clear
> CDR1 RASQGIRNYLA Limit Total Sequence Results to
20000 e
>CDR2  AASTLQS .\
>CDR3  QRYNRAPYT mZD LR

o=

/ BREDELT
Save Query Cancel

2. BEMNTTL=D, View Results #9') v LET.

® 2021_0001_Sequence #
2021 May 21 12:01 PM

>CDR1
RASQGIRNYLA
>CDR2
AASTLQS
>CDR3

I] View

View Results | «=«

20000 results

3. CDR MERDBERIMARITINET.

CDR #RFEMNGE, FRA DHEMEDRKYAAZITTES, AURIDBEEZEY ) YILTRYRAL ZENTEET.
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Filter By

NUEIZRBRYRAH

ce Search Results (o000

[ Sort By: Alignment Identity %:

Descending v]

A

CDR Matching o Treate BIostepe Analysis Get All Patents h Details
COR1 CDR2 V—k
(19K) (8.358)
Sequence Sequence Alignment Query Subject Number of
A Alignment Length Identity % Identity % Identity % Patents
( | \ 90 ﬂmo 100.00 7‘A 1 View More v
AVA — - = 107 100.00 100.00 25.23 9 View More v
v | 96 100.00 100.00 7.29 1 View More v
CDR3 | B | 225 100.00 100.00 8.00 1 View More v
(1,226)
u 501 100.00 100.00 1.40 34 View More v
Query Identity %
No Min to No Max EEE 477 100.00 100.00 5.66 1 View More v
Query - 107 100.00 100.00 6.54 1 View More v
No Min ﬁﬁﬁf:d:éﬁ”ﬁﬁ
m | 226 100.00 100.00 11.95 12 View More v
Subject Coverage
-, | 214 100.00 100.00 9.35 10 View More v
No Min to No Max
7 - u / 493 KO0.00 100.00 1.y 1 View More v
Subject Identity % \
No Min to | NoMax K \
show |1 (V] N O o7 b e Y I I
2R - HEFIERX DTS AVLOE
4. View More &9y 9 %L, SEMEHRETEET.
CDR BREDIGE(E, BINEBMXIEDTIMAVIMNRTEINET.
Sequence Sequence Alignment Query Subject Number of
Alignment Length Identity % Identity % Identity % Patents
— = = 107 [ 77.78 77.78 19.63 ] 6 View Less ~
Alignment Patents Subject *Eﬁa) CDR B2l E Ftﬁ Etf*ﬁ% L1=15 'l%',
FTRTHOEFEZESFLTEHLAREENRTSIND
CDR1 CDR 2 CDR3
Query v . 1
Subject 107 aa
(o N .\ EyLEESII3 TS
BEINEBKXOT7T A AV FDE
Query: 1 RASQGIRNYLA 11
R SQGI| YLA
Cubject: 24 RPSQGISIYLA 34)
C COR 2 \
Query: 1 AASTLQS 7 e — . _
AASTLOS o BINEMXZEICTIAAVNERT
Subject: 50 AASTLQS 56
Z
(> COR 3 )
Query: 1 QRYNRAPYT 9
Q YN AP+T
Subject: 89 QKYNSAPFT 97
\_
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m Motif EE5IRFRE

Motif #83(X, DNA, RNA, AU/ B DBEWNE—UBRIIERET HTOY 5L TY. BLAST 7ILTJYUXLE
AN—RELTWET.

) KEZREE [ TIHEELLRI/AS2—DENERMK : [LIALKVIGIFLIIVII[DI[AGIDG

1. Motif 272, BIIEMXZAN, HAHNFIT7YTO—FLFES. RIC, EEXDET], BED LRHZEER
L, RRERTLEY.

- RBKREG [] THEELET. 100 ERXDOBEAEHLEETREARETT.
ZOMICFIATED X vy T B EPHKREB L TREEHEI SR
https://www.cas.org/sites/default/files/documents/stnextmotif. pdf

S BETOEE |
/! =
. =
Search Biosequences " (E=)
BLAST CDR Name  2021_0002_Sequence
Import Sequence Download Clear EF N
Z X DEEFI
1 [LI][ALKYIGIFLI[YI1[D][AGIDG Sequence type /
Nucleotide @ Protein

Limit Total Sequence Results to

20000 -
\ B0 LB
Learn more about Motif
1
> Advanced Biosequence Search _
L__‘V_‘__'__“_ _____ ! ./‘ BREROET
\\\ = = =
.| INTA—ADERE (FE) m e lw
Query coverage% & E-Value

2. BEMNFTETLED, View Results 7)o LET.

W 2021_0002_Sequence # [L[ALKVIGIFLIIVIIIDIAGIDG View

2021 May 21 2:48 PM
64 of 64 searches complete

26255 results

3. Motif RRDFERMNERRINET .
REBELCEDIEEZLERINGRXZFE -5, TILEIUNG, HHOBREDEAEHETEL-ES
BRRXEICEEEHRETEET.
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® Biosequence Search Results @19

4

[ Sort By: Alignment Identity %: Descending ~ ]

Query Identity % Query Sequence
NoMin | t0 | NoMax Sequence 1: LAGFVDADG -
Query Coverage [ Seauence 1: LAGFVDADG 4719) »
No Min to | NoMax " Sequence 2: LAGFVDGDG (4757)
Sequence 3: LAGFIDADG (420)
) Se
Subject Coverage
Al Sequence 4: LAGFIDGDG (4613)
No Min 0 | NoMax i Sequence 5: LAGLVDADG 1)
Sequence 6: LAGLVDGDG (104)
Subject Identity %
1 Sequence 7: LAGLIDADG (179) v
NoMin to | NoMax Sequence 8: LAGLIDGDG (212)
Sequence 9: LLGFVDADG @ v
\ J | | o4 10000 10000 254 1 View More v
TUEILED )9 ITHE ERDEREDEAEGHET
| | s g - N —_—
HUERINEMAIECEZNRTIND
| 354 100.00 100.00 2.54 1 View More v
| 354 100.00 100.00 2.54 1 View More v
| 354 100.00 100.00 2.54 1 View More v
| | 354 100.00 100.00 2.54 1 View More v
- 147 100.00 100.00 6.12 2 View More v
4. View More &9 v03 %&, FHMZEHERTEET.
Sequence Sequence Alignment Query Subject Number of
Alignment Length Identity % Identity % Identity % Patents
| 354 88.89 88.89 2.26 4 View Less ~
Alignment Patents Subject
1119
Query i 9aa
Subject = 354 aa
204 | | 212
Query: 1 LAGFVDADG 9
LAGFVD DG
Subject: 204 LAGFVDSDG 212
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B STN O5F—49IR—ANIOXA—)\—

EvhLI-ERINDHEFKELST-45EE STN ORET —IR—IATRETEET.

1. Biosequences Search f£R®M Patent 2T (ZHBHRALEI)vHILET.

Sequence
Alignment

¥ Biosequence Search Results «3s)

lIJ Create Bioscape Analysis Get All Patents

seamhve- SEE (136 #) OBREESERRTS

Alignment Patents Subject

10f3

SequenceID: 20

3 patents found. | GetAll from STN File |@——

Patent No.: WO02005001090A1

Sort By: Alignment Identity %: Descending ~

Show Search Details

Length

312 90.91 80.77 67.31

3 View Less ~

RRLTVDES G #) ICEHTHHTBSERERITD

Method and composition for improving efficiency of transferring nucleic acid into cell

Assignees: NATIONAL INSTITUTE OF ADVANCED INDUSTRIAL SCIENCE AND TECHNOLOGY: MIYAKE, MASATO;
UCHIMURA, EIICHIRO; YOSHIKAWA, TOMOAKI; MIYAKE, JUN

Itis intended to develop a method whereby, in the case of transferring (in particular, transfecting) a nucleic acid (for example, DNA) into
a cell into which such a nucleic acid can be hardly transferred in a state of being immobilized on a support, the transfer can be practiced
or the transfer efficiency can be improved. This object can be established by applying a combination of a cell adhesion molecule (for
example, IV type collagen) with a gene transfer reagent (for example, Lipofectamine) to a cell. Thus, a nucleic acid can be transferred at
an unexpectedly high efficiency. It is also found out that the cell into which the nucleic acid has been transferred is still available in the
induction of differentiation.

20f3

| Get from STN File I._| OEHHBESERERTS

EWE_E THIRR(CIREEZEA U, hD. COMIRZESMEFEIE B IcHDTFES JUHEMD

2. BELELY STN OFREFT —9RN—RZEIRT DL, STN OATURFAUITHEEIL, BERMAEITINET.

Get Patents from STN File

STN File

| capLUs ZBiR |

@ CAPLUS
CNFULL
DEFULL
DGENE
EPFULL
FRFULL

Save Script

Script Name
2021_0001_Script

Cance[

GBFULL
HCAPLUS
IFIALL
INFULL
INPADOCDB
INPAFAMDB

X

PCTFULL
PCTGEN
USGENE
USPATFULL
WPINDEX

WPIX

RETEEY

Save Script [CFTVIFANSE,
BEXDRYT+E My Files > Scripts [Z

Each request is limited to 5000 patents.

Get Patents from STN file EET
BIRTELT —IR—R([E—DTT.

MDIT7AIVTHERRLIEZWSEIL,
ERLE-R T EERALET.
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STNext

Transcript ON 2021_0050_Transcript

File CAPLUS

FILE COVERS 1907 - 25 May 2021 VOL 174 ISS 24
FILE LAST UPDATED: 24 May 2021 (20210524/ED)

CAS Information Use Policies apply and are available at:
http://wwu.cas.org/legal/infopolicy

This file contains CAS Registry Numbers for easy and accurate
substance identification.

=> QUE (W02005-001090A1 OR JP2007267602A OR 102006-001396A1)/PN (@ — CAplus 27 ’f LT 4% ELF % 'Fj_l é OR 5£ii %: _’3_ é
1/02005-001090A1/PN gﬁﬁiﬁb“{’ﬁméhi?

(02005001090 A#/PNK)
JP2007267602A/PN
(JP2007267602 A#/PNK)
102006-001396A1/PN
(W02006001396 A#/PNK)
L1 QUE (%W02005-001090A1 OR JP2007267602A OR W02006-001396A1)/PN

>su @ BREHNEITESINFET

1 W02005-001090A1/PN
(W02005001090 A#/PNK)
1 JP2007267602A/PN
(JP2007267602 A#/PNK)
1 W02006-001396A1/PN
(W02006001396 A#/PNK)
L2 2 (W02005-001090A1 OR JP2007267602A OR ¥02006-001396A1)/PN

/:: o mEEENFONFEL: @

B RFEGROLS

BREFKRIL Excel BXTHATEFET. LIR—MERPHEREOHEFICELTLVETS.
Biosequence Search Results EE® Download Results 7R3 &Hv L THAHoO—KLET.
Ayro—ko LRI 1,000 #TY.

Filter By ® B[osequence Search ReSUltS (136) Sort By: Alignment Identity %: Descending ~
Query Identity % Create Bioscape Analysis Get All Patents Show Search Details
No Min to | No Max
Sequen| Download Results 7k’)7> uence Alignment Query Subject Number of
Query Coverage Alignmé&re corigth Identity % Identity % Identity % Patents
No Min | NoMax 260 100.00 100.00 100.00 6 View More v
Subject Coverage 232 100.00 88.85 99.57 3 View More v
No Min to | No Max
231 100.00 88.85 100.00 9 View More v
A s c o e G
Gy g Teso 3 TsotscaaeseAL e
A 19 260 - = g gk e cazssseaear :::
uery — aa 'VLHSQTDQEPTCPLGMPRLNTGYSL LEG = S€S
Subsecs: 1445 - = = L
= Excel [ZIFTEEDEHRAEENFT
Subject — 1690 22 = -~ Y
1449 1690 Quezy: e e - 77 'f }/ }\ 0)
S — - FSAAURDEF|
1548 - CAS RN®
= Query: s = .
o = — - - NN T
- o N _ #;_g-f E#% % 228
Subject 73822 “ - EE §IJ ID
515 705 Sy = -
et ST T LS
1 225 P roanmoosessan: s
RQuery 28122 HSQTDQEP © Uss0121€082 25
e = vaessorsons e
Subject 258 aa
1 25 e
Do +LK+GYSLLY EGQERADIGDLGLAGECL
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Bioscape (/N4 X4 —7) [ Biosequences Search THELN-RIEFEEHI D, EIIOFELEICLYEHT LT
TYTEER T AHEETT. YT RIZIXEEOHEHA 3D TRENDT=O, HEMIZHHYOT ERFIEE
YA RITCTEERY.

1. Biosequence Search Results BEIE® L{A|[Z3 5 Create Bioscape Analysis R22E01) v LET .
=D 1,000 HIZDOWTEIIITTHNET.

2. EEHOFELMEICIYBITLI-TYINRRSNET.
- ERHNERXIIKEDFYFTRERSNEY (CDR DEMERTIERTINEEA).

= TIAAVDELUEATVERIINFET, BLUENMENRIIFERTREINET.
- N—DESFHFOHBETRLTNET.

8 L
@< *
Q Sequence Similarity
Less Similar More Similar
| i ‘ '

o Jw - (m ' \ - ,',l'/lt”
V ‘_\l\“'!' --’/I’

RINEMX I KBEORYFTRRENET i

Poweres d by 1 select Sequence
patsnap

4[E(%, STNext L TCETTESHLLY Biosequences Search ZZ#BrLELT-.

Biosequences Search TIl&, 60 LLED4FHFREITHEDH 110 AEHOEHFNSINERSNT- 5 & 8,000 H#F
UEDEIZEBRFBTEET. CAS NIHBEDIL—ILIZE DN TIRELT- REGISTRY Z7AILDOEHIE1FTHL,
7 DO EHFHFHITHE (US, EP, WO, CA, KR, JP, CN) DM DIMH LI-BIMNFH-ITRETESDLD
IZlEYELT-.

HLWERIRETOSSLBEMEN, BLAST REAS—#%, CDR EEHIEER, Motif BRI EMNTEETT .
F1=, EVRLEERRIDHBEEL -4 %E STN ORET —ARN—ATRERTE, BHEEHFEFREEVNT
Excel oKX T A—FTEFT. FUOSEOEHIZHEILTIEEL.

* STN GVP Z2#IMAHS Biosequences Search ZH|HT BIZIE, AT arBHUARETT. CTELKOHZ AL,
LZ2EHRIBSE HRBFIRATERFZSLN
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ANABSTR J7-1)L
- Jo—~R

ANABSTR 77/ I)LIE, FF D5 HLZE D XHERE U
FRUI-ZHBERT —HIN—XTY.

ANABSTR 77/ /ILMN)O—KEhFELT-.

O EHEER
- WEEDBREI«—ILE (V/AB) MEM

- {278 (/TD, #4% (/AB) J4—ILFM34&1L
BA—BBRE, PH—BRRHAEEIC

- TEXRRADOHIERREMEE (Ver3.3) DIEH

TXRAMOREEZMEDIEFEL) VST TRETSE
BN BEHINEL:. BERERTEHMMEMET 59 B
TY. MHEDEEEBERI—ILFET7AILIZASTH L
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