American Chemical Society

2022 £ 10 A 1 B {LFIBRGSFHT

A division of the

a—A

v

|
O
=
>
~
N
AN
N
m
P
w
W
(an]
au
o
L
)
L
P
w
D

|
)
T
I
=
&

5

'L
>
@
<
F
U

Uther contents
_AN—R

ab\

.ﬁ‘ ﬁ__
'
\




TOPICS

GENESEQ (I8 DGENE) T 7-7J)LUO—R

GENESEQ (I8 DGENE) 774 JLI& Clarivate {ERLDES|T—FN—X T, WPl J7AMILDAN— 004588 (HD45EFD
72 —IZDUVT Clarivate DE#ICAFUI4FEF) M oMELESIZIERLTLET , fEKI(E DGENE I7A/LELT
CIRHLTOELEA, YUO—FRIZEWNI7ZAILE D GENESEQ T7AILIZEHY ., #a gt fThnEL, INEFEAS
IEFNARIXA—FRIEEDLYHYEE Ao

BEH Clarivate

UNERIR WPI J7AILDOR—3y 4%
YRR - 5> ) \OBDEBIREIRER T DESIEFI T 7 1)L

BE - GENESEQ MBED#3% e L TWBD T, BHIICET BB RNAEZE
- 2 FEMO/REOS—1&RZFE (BLAST. GETSIM) &FIETE3

L O— R8sk BoHEAL (BA—45Fh 5EH DL O— RBMERESNBIBEN D D)

UNERAFER 5,900 B E (#%E8 : 4,100 B E. #>)80E 1,800 BHELLLE)

EEEE =51

JO—RICHESELRIE-ZERRETROBYTY . BODOW=tILIF, VO—FRIEREFNEHOEETT,
JO—REIOWRRIE [1 RETHRIZEN, ROR—IUM5, TRRIERERBEFEELITHRBNALET

R 52 - BATWIIRE BLAST REOS—R% GETSIM REOS—IR%R
N—=3> - BHihR (version 2.12.0) Bk (version 36.3.8h)
BRESAT 6 fE4E 7 ¥&%8 [3 &) 3 1&E

ERFIERIRD L . . e
= 10,000 J— K [2,000 J— K] 30,000 J— R [10,000 J— K]
25 A FJAJL 15,000 4. |&K 10 Ht
BEQLEBR |« gecg—op L# cxexs [10,000 £]
ESEADISE I——— - *
gy &0 (FTAILN)
O (FIAILN) ey =ho Lo = .

1amEeN o VT 50 (FIAILNRN) [/SQN TEZTAIL T

[SFERV (BEFRE)] ST

HBEUASND . e ZE AL

}(Ex_g rdLJ EEEJHI:. [Z’QEZ:EJ]
XY Firs x [ O] x[ O]
75—k x x[ O]




TOPICS

=> FILE GENESEQ — GENESEQ Z 71 /LIZA B

=> RUN GETSEQ GCCAAAAAAAAAAA/SQSN — BBDESESIEE

RUN GETSEQ AT 01:43:42 ON 2022-08-2°
COPYRIGHT (C) 2022 FIZ KARLSRUHE
Algorithm: GetSeq motif search. .

Changed
ange EEMOZSNEED L BS

GetSeq motif search by FIZ Karlsruhe  NEE N WML ra N A Ny == e St

GENESEQ L# (:i&i%&a(:f&’)to

Query time: 6365 o o

L1 RUN STATEMENT CREATED * JO— Raild, @EH 25,000 FU EDBE. 25,000 4
CEIC L BESIMERSNTULZ, REICEHD L 5%

L1 40886 GCCAAAAAAAAAAA/SQSN OR EEF T—DICEEHINENGS =,

=> D 17 SQIDE ALIGNG — SQIDE, ALIGNG ZFBE /> T 17 EE DA EMHET S

L1 ANSWER 17 OF 40886 GENESEQ COPYRIGHT 2022 CLARIVATE on STN.
AN BLJ64792  GENESEQ ED 20220812 UP 20220812
DED 20220811

MTY DNA
ORGN  Pisum sativum
SQL 49
SEQK  cOb846d77acfe3aa897e33a2¢f156104372b33effaal3110675b8a975e5dabbd
SEQ
1 tttttttttt tttttttttt ttttttttege cattagttgt aggatcatt
NA BEOES (NA)
Code Count Percent
A o 10.2 DB, . BleZEEDIET+—ILRT. BREREHAEE,
g g 1‘2‘; (S) HEFCTE—OREECRETES.
: - BEEODIERR (/NA)
T 36 13.5 - BEEDEL (/NA.CNT)
Other 0 0.0
ALIGNG ALIGNG F=xRER
Sequshce Eeriin 49; FSA A NERERTHNTS
Strand: Plus / Minus; TEDDOERER
Hits at: 31-18 < ANz
DO— Raih5H2d ALIGN FrAZ
49 AATGATCCTA CARNCTAATGC CAAAAAAAAA AAAAARAAAA AAAAAAAAA X (TFXNER) BalSHEFA

algE (RZRH 2 B8R)

Changed

HBHOENEEY b

Strand A% Minus DOFE(FSHEFEETEY FLTLS,
T2 - BPEIIRRE. T IAI NTHBEEZSH TIRREIND
KSICRRD., BEEOEINERRZ AN T BIHREN R DI,




T0PICS

=> FILE GENESEQ — GENESEQ Z 71 /LIZA B

Changed EWESIEMROF Y TO— K

1 TOXFEHEBR LD BEVEFIER (# 270 O—R) (& CAS STNext OBRROT7 v FO— R
HEEZFES, QUERY ONX> RTER UL L S %Z & L5 CORIFBFESFATERL R/,

BCHIBRIND LR : &KX 30,000 J— K

<BeAIEBRRDT7 v T O— RAE>

5wy @ Structu res (622) Sort: Date Modified: Newest ~

My Files

= - ] Search Files by Name n lﬂ Import Biosequence * Import Structure
Alerts

Transcripts

SRS % Rituximab_scFv ~ 1 QIVLSQSPAI LSASPGEKVT Edit & Upload
29 Aug 2022 10:02 PM MTCRASSSVYS YIHWFQQKPG SSPKPWIYAT
51 SNLASGVPVR FSGSGSGTSY

SLTISRVEAE DAATYYCQQW TSNPPTFGGG
Biosequences 101 TKI FIKGGGG SGRGGSGGAG

Scripts

=> D LQUE — Py 7O—FLEEIERRADET ((FE)

=»
Uploading sequence file: Rituximab_scFv

L1 ANSWER 1 GENESEQ COPYRIGHT 2022 CLARIVATE on STN.

LQUE  QIVLSQSPAILSASPGEKVTMTCRASSSVSY IHWFQQKPGSSPKPWIYATSN
LASGVPVRFSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGTKLE
IKGGGGSGGGGSGGGGSAVALQQPGAELVKPGASVKMSCKASGYTFTSYNMH
WVKQTPGRGLEWIGATYPGNGDTSYNQKFKGKATLTADKSSSTAYMQLSSLT
SEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSA

UPLOAD SUCCESSFULLY COMPLETED
L1 GENERATED

=> RUN GETSIM L1/SQP —-F F — TANZ—FHLT L] [ZEUT ST I/ BEIERET S

Algorithm: FASTA — FASTAR, Version: 36.3.8h

FASTA software is |icensed \under the Ar Changed m 2.0

Copyright (c) 1996, 1997, 1998, 1999, % JC5 X — & DREHEEEIC
Pearson and The Rector & Visiors of the ui.- -

S NIV SO, FAS
Database: GENESEQ GETSIM /REOZ —HRERETERA1R/I\S A - DFETEN BIEE

Posted Date: Sep 16, 2022 02:02 MI=CES (C7FD 7,
Number of Hits to DB: 9996

Expectation Value: 10.0 ) (SA—5

ﬁzﬂgi; gi 23:?3?023 18289550 - EEDQLRBEEBUIZVGE 1 -maxseq <HE>
Length of database: 3424862274 (iEE“C‘%%’;?ﬂIE :101~100,000 (5‘77HIJI_\ 15,000)
Search space: 828816670308 0 ;EL\EEEJ%F%EE%¢§?§_9F51’/EZ/E\* P -Mm <E?ﬁ_ﬁ§']>
Effective search space: 828816670308 * HEROESYTIEL HELP 10PTIONS THEETES
Lambda: 0.083735

Highest possible score value: 1638 — B E RIS EI B DI L -—F L BB /-2 5 BRI TIE
Best answer score value: 1638 — BEBUEDSZEIDI I 7IE



TOPICS

9996 ANSWERS FOUND BELOW EXPECTATION VALUE OF: 10.0

GENESEQ
10000 : EEHRERATDIS ITIDESE
9000
8000 — EIEHRERDAT7OHEEERI IS TN
£ 7000 ; ‘°§ 2 BfA(CR Tz, B S D (EmMBED#HREZ
g 6000 e =<LU. BUSTEHBEERT,
§ 5000 20 3
g ™ 15 & W)
2222 10 2 tEEh (X R TI07MBE. fitEh(EE
1000 ""ll 0.5 - BTS2
600 800 1000 1200 1400 1600 40 50 60 70 80 90--1-00oo *‘%EE(;ZE?{ / 'EjX:IT'ﬂE (0/0)‘
Score Max. Score [%] fitsh (X EIEZ
Answer Count: 9996
Score Answer Count log(Answer Count)
max:9996 score < 648
» Max. Score [%)] Answer Count ,log(Answer Count)
max:9996 Max. score <40 %
Query time: 8599
) ENTER EITHER “ALL” TO KEEP ALL ANSWERS
) OR ENTER THE MINIMUM SCORE VALUE YOU WISH TO KEEP
©) OR ENTER THE MINIMUM PERCENT OF SCORE FOLLOWED BY “% SCORE”
@ OR ENTER THE MINIMUM PERCENT OF IDENTITY FOLLOWED BY “% IDENT”
® OR COMBINE MINIMUM PERGENT OF SCORE AND IDENTITY AS “X% SCORE Y% IDENT”

OR ENTER “END”. “END” MUST BE ENTF 4
ENTER (ALL) OR ?:ALL Changed

» THE RUN COMMAND.

EZEESEDAT S a3 > DESE
L2  RUN STATEMENT CREATE
L2 9996 QIVLSQSPAILSNSPGEKVTMTCRAS SRERNEEE:) wA= B0 s\Uo 1 P=3 Sl (5 M G = 1 N | (2 N )

SNLASGVPVRFSGSGSE @. ® [FFHLLBIENEATS 3>
TKLE IKGGGGSGGGGSGGGGSAVALQC
TSYNMHWVKQTPGRGLEWIGATYPGNEREON EIE=E= Y (NN o5 )|

YMQLSSLTSEDSAVYYCARSTYYGGDSR@)NZ & DL (1=10D) = a7 - €5 &2 0. ) B

F ® RA7E/\—t> b (ROATE/EERIT7E) OREE
S @ BE—4/—t> bk (—%3— R#/Alignment J— R#X)
ENTER EITHER “ALL” TO KEEP ALL ANSWERS DEIRAE

OR ENTER THE MINIMUM SCORE VALUE YOU WISH
OR ENTER THE MINIMUM PERCENT OF SCORE FOL

OR ENTER THE MINIMUM PERCENT OF IDENTITY F — e A e
OR COMBINE MINIMUM PERCENT OF SCORE AND II * UO— BRI, Y SEIERSDHBIEE CH DT,

OR ENTER “END”. “END” MUST BE ENTERED TO COMPLETE THE RUN COMMAND.
ENTER (ALL) OR ?:70%

® RXO7ME/\—t> hORKIEELE—H/ (-2 hORIKIE

L3 RUN STATEMENT CREATE
L3 2715 QIVLSQSPAILSA

PKPW A
EIESRSDAT S 3 > DIRFERIH

iy 1 BOREOS—RRTRIEFESDAT S 3 > ZEEOHETE
ACHEL ORI A =2 LS50, KT IBBAE END ZANT 3.

OR ENTER THE MINIMUM PERCENT OF IDENTITY FOLLOWED BY “% IDENT”
OR COMBINE MINIMUM PERCEMT OF SCORE AND IDENTITY AS “X% SCORE Y% IDENT”
OR ENTER “END”. “END” MMST BE ENTERED TO COMPLETE THE RUN COMMAND.

ENTER (ALL) OR ?:END
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=> SORT L3 1- SCORE D IDENT D

PROCESSING COMPLETED FOR L3
2715 SORT L3 1- SCORE D IDENT D

L4

=> D SQIDE ALIGN 1 2715

L4
AN

MTY
ORGN

SEQN
SQL

SEQK

SEQ

AA

ALIGN

— XI7fE (SCORE)
HUEZS

DIENE D) 22— (IDENT) DEEIE 0) T

— SQIDE, ALIGN ZxEXFE/&>T 1 FEHEL 2715 EEDEHF #HET S

ANSWER 1 OF 2715 GENESEQ COPYRIGHT 2022 CLARIVATE on STN.
GENESEQ ED 20220902 UP 20220902
DED 20220901

BLL40107

protein

Homo sapiens

54
490

fd7a668e9bab97a80153ect9405763e93badf8864ed5197e19fe 017252019859

1
51
101
151
201
251
301
351
401
451

Chimeric. Synthetic. Unidentified

metdt!|lwv |l lwvpgstg
vsyihwfagk pgsspkpwiy
aedaatyycq gwtsnpptfg
gaelvkpgas vkmsckasgy
tsyngkfkgk atltadksss
fnvwgagttv tvsaaaattt
avhtrgldfa cdiyiwapla
fmrpvattge edgcscrfpe
elnlgrreey dvldkrrgrd
eigmkgerrr gkghdglyag

Code Count Percent

A

R
N
D

40
26

11
17

8.2
5.3

2.2
3.5

ALIGNMENT FROM L-NUMBER L3
Query Length: 242; Sequence Length: 490;

Sco
Exp
Ide

re: 1638 (72.6 bits),
1.158e-10;
ntities: 242 / 242 (100.0%);
Query Identity:
Subject Identity: 49.4%;

ect value:

100. 0%;

Alignment Length: 242;
1 QIVLSQSPAILSASPGEKVTMTCRASSSVSY THWFQQKPGSSPKPWIYATSNLASGVPVR 60

CLELCELEECEELC PP TEET LT
23 QIVLSQSPAILSASPGEKVTMTCRASSSVSY IHWFQQKPGSSPKPWI YATSNLASGVPVR 82

0:
S:
0:

Positives:
Query Coverage: 100.0%;
Subject Coverage: 49.4%;

tgqivlsqgsp ailsaspgek
atsnlasgvp vrfsgsgsgt
ggtkleikgg ggsggggseg
tftsynmhwv katpgrglew
taymqlsslt sedsavyyca
paprpptpap tiasqgplslr
gtogvl!llsl vitlyckrgr
eeeggcelrv kfsrsadapa
pemggkprrk npgeglynel
|statkdtyd alhmgalppr

fieFl+— (SEQK)

BeslzEXFITRIRLIEEDT
GENESEQ. PATGENE. USGENE
J7 )L cHE,

/SEQK THRXRR]JEE,

vimtcrasss
sysltisrve
ggsavalaap
igaiypgngd
rstyyggdwy
peacrpaagg
kkl lyifkap
ygaganglyn
gkdkmaeays

7= BOER (AA)

7= BRODFERA.

(S) HEFTHE—

;&\ %“él\%ié:&)tj’f _)l/ HT@%EJI@EO
DTV Z/BICRETED,

= JBEDFESE (/AA)
7= JBEDE (/AA.CNT)
7= JBDEIES (/AA.PER)

100. 0% of highest possible score 1638;
242 / 242 (100.0%) ; 54X NERIE. /ERNSHD

ALIGN F 2R (T+X MEZ)
THERRCED,

61 FSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGTKLE IKGGGGSGGGGSGGGG 120

CLCLCELEEECE PR C PP PP PP
83 FSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGTKLE IKGGGGSGGGGSGGGE 142

© 121 SQVQLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIGATYPGNGDTS 180

D143 S

QTPGRGLEWIGA

IYPGNGDTS 202

© 181 YNQKFKGKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTV 240

|||||||||||||||||||||||I|||||||||||||||||||III||||||||||||||
YYGGDWYFNVWGAGTTVTV 262

1203 Y
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Q: 241 SA 242

I
S: 263 SA 264

L4 ANSWER 2715 OF 2715 GENESEQ COPYRIGHT 2022 CLAP_ -

AN ADY22033  GENESEQ ED 20211030 UP 20211030 ch d - -
DED 20050505 ange FSAA> MRDESDESE

MTY protein (4;:,}(47g5)
ORGN  Unidentified -
Sak 268 SUNOBDTSA A hD—BEERTEEN
' TFTEDELDSICEENT.
ALIGN S
ALIGNMENT FROM L-NUMBER L3 — 23 :ﬁ_T
Query Length: 242; Sequence Length: 268; | () + (752)
Score: 1139 (149.2 bits), 69.5% of highest possible score T(a0>) | (EUAR)

Expect value: 1.011e-33;

Identities: 170 / 241 (70.5%); Positives: 200 / 241 (83.0%) ;

Query Identity: 70.2%; Query Coverage: 99.6%;

Subject Identity: 63.4%; Subject Coverage: 89.9%;

Alignment Length: 241;

Q: 1 QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQKPGSSPKPWIYATSNLASGVPVR 60
RN RN R RN R RN R R R A AR R R AR A e

S: 23 QIVLSQSPAILSASPGEKVTLTCRASSSVSFMNWYQQKPGSSPKPWIYATSNLASEFPGR 82

Q: 61 FSGSGSGTSYSLTISRVEAEDAATYYCQQWTSNPPTFGGGTKLE IK-——GGGGSGGGGSG 117

CE TP FEEEEEEE R 0 T
S: 83 FSGEWSGTSYSLAISRVEAEDAATYYCQQWNSNPLTFGAGTKLELKELSGGGGSGGGGSG 142

Q: 118 GGGS—-QVALQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQTPGRGLEWIGATYPGN 176

N R S A NN A A NS A R
S: 143 GGGSLQIQLVASGPELKKPGETVKISCKASGYTFTNYGMNWVKQAPGKGLKWMGHINTYT 202

Q: 177 GDTSYNQKFKGKATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGT 236

S S L S I L A R L

S: 203 GQPTYADDFKGRFAFSLETSAYTAYLQINNLKNEDMATYFCARFSY-GNSRYADYWGQGT 261

Q: 237 TVTVSA 242
|+1 11+
S: 262 TLTVSS 267

LREDBRBABTITRALIZLUSNZ, TROBERASEMSNBRETEDLIIHYELT,

AE BR®EIA—IL R AE BRI —ILR
HFEES. HIETHE /APO RIEDEFIELRE /PRYF "1
PSS, BFuEsk /PNO F—45AHH /DED *2
BT EES, TR /PRNO T —4EHH /DUPD "2
REDBSIEEERA /PRDF "1

*1 ALL,BIB, APPS RRrERICEEND *2  ALL. BIB, SCAN, SQIDE (SQIDE3) RRBERIZEEND

BREFITIE., BILSN-RICESFZFLUTTIR/NMLEL =, GENESEQ 77/ /ILDRFZEDFEMIZDOLNTIE,
Ti2 URL [#BEianTLVD TGENESEQ J7AILERGIERER] 2SBISEL,

https://www jaici.or jp/stn—ip—protection—suite/cas—stnext/documents/#07
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CAplus/CA TJ7A1)L
- $FEFEERIBDUNERZ LK

CAplus/CA T7AILIF. HF P DR 2 7 FF D F 1M
X, BITARBELY 56 HE 5 ERRHEE. 2 TR
DEHEWNERT XM T —FIN—RTT,

FEFERE DRI RS ELT=,

<O REE DK

F—RRSVT . TSV RAR AVEDR—=2 4
HDFEREDN CLM T4—LRITIRERSN A KIITHYFEL
f=o

- A—XZUTHEF (2000 £F-)
- 5T )LHEEF (2000 £E-)

- RARHFEF (1975 £F-)

- AR5 (2007 £-)

SHRUVFTFAREONEEEZLEKXTSIFETT .

O EnttnEDIREFRR
LIBT VO R EF SR REMN IR SN TO S E D UR IR 1
TEDEYTY,

- BEYEF (1985 £-)

- RAU%EF (1997 £F-)

- A—0y/ 455 (1979 &)
- X)) RHFEF (1927 £F-)
- BARYEF (1983 £-)

- BEYEF (1999 £-)

- B 7R (1994 £-)

- KEEF (1906 £-)

- PCT HFE (1979 £-)

O BE-RT
CLM J4—JLFRHFDF—7—FRERELE=WIGEEIE
/CLM (Ff=IE /BIEX) THERELTZEW, JL—LODIFE
|IE CLM TZ4—ILFICIREFESNTHEY . hRELERTF
KXTHDH CLM REBKEFO>TRRLET RELOR
RIZDWNTOEMIE STNews Vol.37 X5 TOPICS 2%
TELIEELY,

CHEMLIST 71 )L

- UK REACH BE&:&|FERDIENN

CHEMLIST 74L& LZMEBE DR HIERICETS
T—AR—ZATT,, FITHROTELRFLEYE R
[CBITBDNEBRRERAETHIENTEET,

AFYRXD UK REACH DTEED RANEHA RSTR 7
14—ILRIZEEMENZELI=.=> S UK REACH/RSTR T. F
SEDYRMIREHEINTWAMEICRETEET,

— UK REACH Candidate List of substances of very high
concern (SVHCs) for authorisation
- UK REACH Authorisation List (Annex 14)

EMBASE 7 -1)L

- EMTREE s5BOA> 5S4 >V —SAE#H
EMBASE 77/ /LIE. EYEFES LV EXEFEHD

HAPOXHMEIREF T HXMT —FIR—XTT,

2022 &£ 9 HAIZ EMTREE DA UZAIYI—FRAD
BEMN TN, HIR drug terms 83 {A. non-drug terms
962 fAAEIMSHELT=. T 94,586 BEDHHIFEEL 50
FREUEDFEEEBILADFAODV—FRICEENTLY
FT, HRICEMEIN-EBEIUVERINEDYRNME
Elsevier #tMDH A r® [Emtree terms added and changed
2022 V3] KU TEmtree release notes, 2022 V3] #Z
FERRLTZELY,

BE.I7ALEKRDOFSIZEOEETHMAIFELICE
ISNFET, CDO. EEBEE A2F10PY—FReh
®D UF TRINDE—L) BMEHLATWNSLI—FAHD
BEIX.UF 3O TRELTEZSWNL, £, 75—+ (B
g SDI ®REK) DEMADRELEZITV. RELHNIL
ERELTLESLY,


https://www.jaici.or.jp/application/files/4216/5354/1457/37-1.pdf
http://supportcontent.elsevier.com/RightNow%20Next%20Gen/Embase/Emtree%20terms%20added%20and%20changed%20(September%202022)_74C6.pdf
http://supportcontent.elsevier.com/RightNow%20Next%20Gen/Embase/Emtree%20terms%20added%20and%20changed%20(September%202022)_74C6.pdf
http://supportcontent.elsevier.com/RightNow%20Next%20Gen/Embase/Emtree2022.03_release_notes_620D.pdf

DatabaseNews

INPADOCDB/INPAFAMD
B J71)L

-XL—27 O FSEF,. =3
DU ERZ LK

INPADOCDB/INPAFAMDB 774 JLI&. 1 100 HE®D
HEFRITHENORKITINIFT. ERFEDOEFIFR.
FIGHFERS K WEMK R T — 2% IR T 245557 —
BR—RTT,

— 2774

RL—L 7 YOO TISET . Da—OT RN RN E
SnFEL=,

O IL—LF (MY)

%9 30,000 DL O—FAGEMSN, &5 97,000 #HLL L
[ZHYELT=, INEFE (L 1953 FELIET. # 74,000 L3
—FAY 2003 FELIEIZHFEITSNFLO—FTT,

O BT FSETF(SA)
#9 5300 HEOLa—FAEMEN, &5 9,400 HLLEIC
BYFELE=, INERE (X 1995 FELIETY,

& ©a—Y7F7(GE)
#3 3200 HEOLa—FAEMEN, &5 9400 HLLEIC
HYFEL=, UINERE(S 1993 FELIETT,

CAS STNext

- Transcript (18Z325cEx) (CRIT DEHEDIENN.
LR— MERRBE DA T 3 > DiEn.

CAS SciFinder" &DiEiEHEREDIEEL.
Biosequences Search (CHECHIRT v )L5—
DiBN. Type Ahead H#BEDIENN

CAS STNext [& STN DFRTDIAVTUVIZFTIER
TED Web /8—TJx—RTY,

Transcript (183R52Ex) (CRAT DERTEDIEMN

CAS STNext M Settings (%X%) IZ “Show Transcript
Options Prompt at Logon” AEMESNELI=, COERTEZE
ON (29 5&., 7y arBAIREEIC Transcript Options
EMNRRINET,

Settings
Autosuggest OFF
Classic Display
Upload Structures as Modifiable
Performance Enhancement (Beta) Takes effect at next
login. (elsF
[ Show Transcript Options Prompt at Logon ]

Transcript Options

@ Start a new Transcript

3D Printing

Append an existing Transcript

— Start a new Transcript

#LLY Transcript 77/ ILICHRRREHERELET .
TIA4ILED Transcript & ({fl : 2022_0001_Transcript)
TR RBET—VICEELARTGREICEETHOHN
BETHTT,

— Append an existing Transcript

Continue REVEH) VI T BE, BED Transcript —
MRIREINDEZDT, RRBHRE(FITRLIZLY Transcript
ERLET,

LiR— MERRBFD AT 3 > DiEN
LR—MEBET Table B2 %ERL . Split subfields into

columns 7L avEERLIZIGE. #FilzlZ 2 DDA T

AVEBRIRTELLIITHYFELT,

Select Report Format




DatabaseNews

— Split subfields into columns A7 3>
HEFEROEEES. FFEN -~ FEERTALGE
DY ITI4—ILEEHZL B) (25EIF S

— Merge patents into one row A 73>
BHFFEHRE—TISHET S

- Combine Patent Number and Kind Code #A 73> [\
BB SLEFENI—RAERLET

Split subfields into columns 73 ERIRT BE. &
LLY 2 DDA TV EERTEET . CNITKY ERT
EH5T—TILDN)I—3V([FLUTORYTY,

1. Merge patents into one row D& IER

Patent No. ¥Xind Publication Application No. Application
{PI) {PI) Date (PI) (PI) Date (PI)
CH 114767707 A 20220722 CH 2021-11437836 20211129

KR 2022106912 - 20220801 KR 2021-119259 20210907

)

2. Combine Patent Number and Kind Code M & E iR

Patent No./Kind Publication Application Application
(PI) Date (PI) No. (PI) Date (PI)
CN 114767707 & 20220722 CN 2021-11437836 20211129

[ER 202210€912 A 20220801 ER 2021-115255 20210907

)

3. Merge patents into one row & Combine Patent
Number and Kind Code Dl A% =R

Patent No./Kind Publication Application No. Application
(PI) Date (PI) (PI) Date (PI)
CN 114767707 & 20220722 CN 2021-11437836 20211129

KR 2022106912 A 20220801 KR 2021-119259 20210207

[
1)),

i

4. Merge patents into one row & Combine Patent
Number and Kind Code DA ZEERLALY

Patent No. Kind Publication Application Application|
(PI) (PI) Date (PI) No. (PI) Date (PI)
CH 1147€7707 Z 20220722 CH 2021-11437836 20211128

KR 2022106912 E 20220801 KR 2021-115258 20210907

(%) Split subfields into columns A7 3 % EIRET
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